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Introduction

The system of programs described in this guide is concerned with
estimating the damage ensuing from exposure of specimens in dry and
humid atmospheres to UV and visible radiation covering the solar range.
Because damage occurring during such exposures can arise from both
photolytic degradation and hydrolysis (and perhaps other "dark"
reactions), provision has been made to separate these effects.

Photolytic damage is caused by energy absorbed by the specimen from
sunlight or similar radiation incident on the specimen. Photolytic
damage is expected to be wavelength specific, partly because different
wavelengths contain different amounts of energy per photon and partly
because which chemical group acts as the chromophore depends on the
wavelength of the incident radiation. Photolytic damage is instantaneous
following the absorption of radiation.

Hydrolysis is attainment of a temperature-dependent equilibrium
specified by the concentrations of hydrolysable groups and water in the
material (typically expressed in moles/liter). Because hydrolysis is a
relatively slow process, it can take days or weeks for equilibrium to be
reached.

In the experiments carried out to date, damage has been monitored
quantitatively by changes in IR spectra. This has the advantage of
providing information on the chemical processes involved. Other
quantitative evidence of damage will be used in future investigations as
the need arises but the current emphasis in this system of programs is
on correlation of photodegradation and absorbed radiation.

Dose may be defined as the total amount of radiation incident on a
specimen.

The (absorbed?) dosage may be defined as that part of the dose
which is absorbed by the specimen.

The effective dosage is then that part of the dosage which causes
the damage under consideration.

As defined, the effective dosage is the integrated product of the
dosage and the quantum yields, the fraction of events which lead
to damage.

The dose is estimated from UV spectra of the lamps and the
interference filters (used to isolate a particular wavelength range). The
dosage is estimated from the dose and the UV absorption of the
specimens themselves. Some of these quantities changed with time.
For example, the lamps aged and the specimens degraded. The
experimental procedure was therefore to use the appropriate UV-visible
spectra to monitor changes over short ranges of time over which any
change is presumed to be linear. Once the output of the lamp and the




transmittance of the filter are known, the amount of radiation incident on
a specimen, the dose, can be estimated.

From the transmittance of the specimen, the specimen absorbance can
be calculated. Radiation incident on the specimen but which does not
emerge at the other side of the specimen is presumed to have been
absorbed by the specimen and is taken as being the apparent dosage.
Whether to consider that all the absorbed radiation leads to degradation
or whether some radiation is considered to be "harmlessly" absorbed by
degradation products rather than by the original coating material is a
choice offered by the programs.

The current procedure was developed for transparent specimens. For
opaque specimens, absorptance will be estimated from a combination of
reflectance and transmittance measurements

These programs allow rapid estimation of dosage and damage from
legions of data. In fact, one could say that the programs make possible
the processing of so much data. This in turn makes feasible a
systematic study of the effects of the "stress" factors over wide ranges of
stress, a desirable and probably necessary condition where correlated
processes are to be resolved. The programs are also research tools
that organize the data so that aspects of the experiments can easily be
recalled and examined. Archiving and copying the data merely require
copying a few database tables. A more complete description is given in
the Overview.

The programs have been designed to be complete yet relatively easy to
use. They run under 32-bit Windows, i.e., Windows 95, Windows 98
and Windows NT. The file structure of the database tables is MS
FoxPro. This structure was chosen because it is widespread, has each
table in a physically different file and is therefore quite flexible, and
allows the easy manipulation of so-called memos or "blobs" - collections
of binary data which can be stored compactly on the computer disk yet
can be read into computer memory extremely quickly.

When first approaching the programs, one should bear in mind that,
although the desire throughout industry is for quick, cheap, simple and
dirty yet completely relevant tests, such tests must concentrate on the
most important physical and chemical parameters. That can only be
done in a confident fashion when the response of a material to a wide
range of factors has been established so that there is high probability
that the most important factors have been found. Anything less is a
simple guess. These programs allow manipulation and processing of
the massive amounts of data required to carry out such comprehensive
tests. Itis a good idea to leave such tasks to the computer.

Overview

The BFRL photoreactor was carefully designed to allow exposure of
specimens to a wide range of factors that are potentially important in
degradation of the specimens and to measure the exposure conditions
and the ensuing degradation. The photoreactor will be augmented to




provide greater and greater capability as the range of specimens and

conditions diversify.

Together, the photoreactor and the software provide the following

capabilities:

Generate and handle data for a wide range of
exposure conditions

highly automated apparatus

examine precision of data

impose discipline on experimental protocols
automate expertise

provide checks for gross errors in new data

allow rapid assessment of when enough data have
been collected and the experiments can be
terminated

archival storage of data in readily accessible form

greater productivity

Enormous capability now exists. Nonetheless, the
programs and experimental protocols will undoubtedly
evolve as the experiments demand more intricate
analysis and greater automation.

It should be kept in mind that:

service life prediction is often extrapolation of trends

how far results can be extrapolated depends on
constraints in the model and on the quality of the
data

subtraction and multiplication increase the noise in
the derived quantities

concurrent hydrolysis and photolysis require high
precision data so that the primary effects AND their
interaction(s) can be isolated

the experimental measurements must be precise
over the duration of the experiments, which up to
now has been 3-6 months

the spectral resolution must be sufficient to
represent the filter profiles

degradation products may shield the parent matrix
from UV




e damage may be wavelength specific as far as
concerns which chemical reactions ensue and what
the quantum vyield is for each reaction

e multiwavelength studies may be required if new
chromophores are produced during degradation.

The photoreactor has provided good working protocols dealing with

e experimental design

o filter ranges

e length of exposure

o light without heat

e light collimation/delivery to cells

e temperature and humidity ranges (vapor pressure
ranges)

e temperature and humidity control

e window materials being transparent and humidity-
proof

o thickness of specimens
¢ anticipating and monitoring changes in apparatus

e methods of measuring spectra

The design of the computer programs necessitated the following
considerations:

e design of database tables - what information is
necessary and where to put it

e data entry programs - how to enter information into
the tables

e what to do about missing data
o finding errors in the data
e processing data to get the relevant spectra

e correcting for non-zero baseline, ablation/erosion,
and dark reactions

e where to look in damage spectra to assess the
damage

e estimating quantum yields when the
damage/dosage curves are not linear

e showing the results

o allowing exploration of the experimental evidence in
ways needed to unravel the complexities in the
relationships between effects




Estimation of dosage, damage and quantum yield

The following brief overview is provided so that the workings of the
programs will be evident.

Dosage

Radiation from the lamp is directed to the cell containing the specimen,
where it passes through a filter and is then incident on the specimen.
The specimen absorption spectrum gives the fraction of the incident
radiation that emerges from the other side of the specimen.

Components such as the lamps and specimens change with time.
These changes are followed by taking UV-visible spectra and, in the
case of the specimens, IR spectra, at reasonable intervals.

The procedure followed to estimate the dosage is:

Lamp spectra: interpolate between spectra adjacent in time to get the
output, I0 , of the lamp in watts

Filter spectra: interpolate between spectra adjacent in time to get %
transmittance = f.

The radiation transmitted through the filter, If, is given by I]c =f I0/100

Specimen spectra (absorbance): transmitted radiation It = If10'A where

A = absorbance. Interpolate between spectra adjacent in time to get A
at each wavelength for which the spectra were measured.

The radiation in watts absorbed by the specimen then given by

If - It = If (1-10'A) =f IO/100 (1-1O'A). Because IO is in watts, this is the

flux the specimen receives (in Joules/s). It is wavelength-dependent.
Multiplying the flux by the elapsed time in seconds gives the dosage, i.e.,
the energy the specimen has absorbed, in Joules.

Propagation of error

A model must successfully account for effects seen in the experiments
before it can be used to generate prophesies. But before a model can
be proposed, the effects must be visible, i.e., above the noise. The
noise levels in the measurements are very important, first in determining
whether or not the effects of the experiments are discernible and second
in determining the applicable range (in time or radiation level or
hydrolysis level) of any prophesy.

These programs and computational procedures involve multiplying,
dividing and subtracting combinations of spectral absorbances. Itis




necessary to minimize the noise produced in the measuring processes
in order not to be disappointed in the results.

Given that z = a + bx + cy, then the propagation of error formula for
subtraction and addition of x and y to yield z is

02(2) = b202 (x) + 0262 (y), where o is the standard error in the quantity.

For multiplication/division, z = xayb, the formula is

22 2 22(

62 (2) 12 = a°6% (x)Ix° + b26> (Y)Y

Clearly, noise is never lost. Subtraction and division are especially
troublesome in that the new derived quantity is usually smaller than the
original quantities but the noise of the derived quantity is always larger
than the noise in either of the original quantities.

Damage

In the photolytic part of the damage suffered by the specimen, the
damage at a particular wavelength of incident radiation is given by

damage = Flux * time * quantum yield (at each wavelength in the
spectra)

and the dosage, D, is given by D = Flux * time.

Flux and time are quantities from the exposure in the photoreactor. The
flux is assumed to be constant over the time under consideration and
the time between measurements has to be made sufficiently short
(perhaps a week) that the assumption is valid.

If the damage is represented in terms of dosage by a polynomial, then

- * * 2 * 3 * 4
damage—a0+a1D+a2D +a3D +a4D (1),

where aq, a4, 3y, ag and a, are coefficients of the polynomial and D is
the dosage.

A polynomial is convenient for interpolation because it allows for any
reasonable shape of damage/dosage curve, including those which are
non-linear with increasing dosage due to shielding of the matrix by
degradation products, using up weak links and/or chromophores, etc. A
polynomial should not be used for extrapolation.




Quantum yield

Quantum yield (q) is the damage per unit dosage and is wavelength-
specific. As defined, quantum yield is the probability of an absorbed
photon causing the damage but putting the damage on an this scale
requires molar information which is rarely available for cross-linked solid
polymerized specimens. The units of quantum yield used in these
programs are damage per Joule of dosage or damage per photon of
dosage depending on the options chosen. Damage is the units of the
damage spectra.

The quantum yield for a particular wavelength in the incident radiation is
given by differentiating equation (1) to give

-— * * * * 2 * * 3
d(damage)/dD—a1 +2 a, D +3a3 D™ +4 ay D".

The coefficients ay etc., propagate the random errors arising from

1) the experimental data and

2) the assumption that the polynomial describes the damage/dosage
relationship.

Systematic errors are not discerned in this treatment.

For the simple case where damage is linear with time,

Damage = Flux * Time * q.

Flux and Time are quantities characterizing the expected exposure, q is

the quantum yield and Damage is the expected damage. From the
propagation of errors for multiplication,

02(Damage)/ Damage2 = 02(Flux)/ Fqu2 + 02(Time)/ Time2 + csz(q)/q2

Note that the uncertainties in the conditions which characterize the
expected service environment play just as important a part in the
estimation of the expected damage uncertainty of the result as do the
uncertainties in the quantum yields.

Data Structures used in the Programs

Identification details and experimental data

The database tables devised for this work represent a compromise
between

1) the paperless office and the subsequent freedom from looking for
forgotten notebooks and




2) rigid requirements that even information not particularly germane to
the procedure must be entered into the computer.

The general idea is that information shall only be entered in one place.
For example, if the center wavelength of the window of transmittance of
a filter is found to be different from what was entered in the tables, only
the entry for that filter in the filter table has to be changed. All procedures
requiring the filter maximum will read the filter table to get this
information and will not have to be updated.

The damage table is an exception to this convention. First, it was
deemed too time-intensive and too demanding of computer memory to
read all the relevant information from the appropriate tables as needed.
Second, the copied values are the values the tables contained when the
derived quantities were being calculated. If the primary data are changed
(most probably in removing some error in the table), the damage tables
should be regenerated. Fortunately, the program handles all writing to
the damage tables and regenerating them is an easy matter.

For every database table there should be a file with extension dbf. After
the file has been indexed (for example, the data processing program has
been run), there may be an index file, with extension cdx. These index
files are typically regenerated when the program which uses them is
rerun (except of course if the files are on a CD-ROM). If the database
table contains memos/BLOBS (see Appendix 1), there will be a file with
extension fpt. The dbf file has a short entry which points to the right
place in the fpt file. If you copy database files, do not forget to copy the
fpt file (if there is a fpt file) along with the dbf file. If you are copying to
CD_ROM, you will have to copy the cdx files also.

All dates and times are represented as floating point numbers with 4
digits after the decimal point, i.e., 35500.5000, which is the number of
days and fractional days since the beginning of January 1, 1900.

The detailed structure of the database tables is given in Appendix 1.

Programs

Requirements
The requirements of the computer programs are to:
e allow the user to put information into the database
tables
e handle missing data
o find gross errors in the data
e automate finding spectra in databases

e automate corrections of spectra for non-zero
baseline




e automate corrections for erosion/ablation/specimen
thickness

e correct for hydrolysis and other dark reactions

o allow the user to select anywhere in the damage
spectra as a site to monitor

e examine correlations between sites in the damage
spectra easily

e generate damage/dosage curves

e estimate quantum yields whether the
damage/dosage curves are linear or not

o fit a polynomial to the damage/dosage curve

e calculate the derivative of the polynomial to give
quantum vyield as a function of damage

e show the results

Classes of programs

The description of the programs has been divided into data entry,
processing the data to provide the damage/dosage relationships, and
examining the derived quantities in various ways.

Data entry program ShowDBEditors

The data describing the experiment and the samples are kept in
database tables. One of the rules about databases is that information
should not be put into a database in more places than is really
necessary. This means that a database system consists of a set of
tables which refer to each other. For example, most purchased items
have a supplier and if two items are purchased from the same supplier,
the supplier's address should not be entered into the database twice.
Instead, a table of suppliers is used to provide a supplier number keyed
to the records in the supplier table. A table is therefore not THE
database but is merely part of it. The convention when speaking of
databases and tables is that the database is a collection of tables.

Creating database tables

Shartcut to
ShowDEBEd...

When beginning a new series of exposures, it is necessary to create

several new database tables. Other tables, for example the suppliers
table and perhaps the lamp power table, can be re-used. Tables are

created using the ShowDBEditors program, as shown below.




& BFRL Create and Edit Specimen Exposure Database Tables M= 3

EditfiCreste Databaze Editor

Create MNew Suppliers DB AssigniChange Suppliers DB |
[~ Edit Lamp IDs DB Takle Creste Mewy Lamp D= DB % Azzign/Change Lamp D= DB |
™ Edi Fitter D= DB Takle Create Mew Filter IDs DB | Aszzign/Change Fitter IDs DB i
[ Edit Cell IDs DB Tahle Create Mewy Cell IDs DB | AszigniChange Cell IDs DB |
™ Edit Specimen D= DB Tahle Cregte Mew Specimen IDs DB | AzzigniChange Specimen IDs DB |
[ Edit Specimens In Cells DB Takle Create Mesw Specimen in Cells DEI| AszigniChange =pecimen in Cells DB I
[ Edit Cells In Posttions DB Takle Creste Mewy Cells in Positions DEI| AzsigniChange Cells in Positions DB |
[ Edit Lamps On Off DB Takle Create Mew Lamps Onioff DB | AzzigniChange Lamps Onioff DB |
[ Edit Posttiond_amp DB Takle Cresgte Mew Position To Lamp DEI| AssigniChange Position To Lamp DB |
™ Edit Lamp Poweer DB Table Create Mew Lamp Power DB | Azzign/Change Lamp Power DB |

|Make a neswy Suppliers Database Table

If we want to create a new suppliers table, we first click on the "Create
New Suppliers DB Table".

&1 BFRL Create and Edit Specimen Exposure Database Tables

rEditiCreate Database Editor
[ Edit Suppliers DB Takle | Create Mevy Suppliers DB I AszigniChange Suppliers DB |
[~ Edit Lamp IDs DB Takle (Pweveive Wieoms [| ermm (e [F(E) | M=zigniChange Lamp IDs DB |
Il Lo =R A Give file name (extension of .dbf will be a... E sign/Change Fiter DsDB |
[™ Edit Cell Ds DB Takle Mews Suppliers Database Table Filename signiChange Cel IDs DB |
[ Edit Specimen IDs DB Takh [ Suppliersl #n/Change Specimen IDs DB |
[™ Edit Specimens In Cells 0B FChange Specimen in Cellz DB |
[ Edit Cells In Postions DB T 0k [: I Cancel | Change Cells in Positions DB |
[~ Edit Lamps On Off DB Tab niChange Lamps OndOff DB i
[~ Edit Positioni_amp DB Takle Create Mewy Position To Lamp DEI| AzzigniChange Position Tao Lamp DB i
[ Edit Latmp Poweer DB Table Create Mevy Lamp Povwer DB | AssigniChange Lamp Povwer DB |

The clicking action brings up a dialog box where the name of the new
suppliers database table can be typed. Since long files names are
allowed, a recognizable file name can be used. Clicking on OK causes
the program to try to create the database table. Clicking on Cancel
aborts the procedure.

—EditiCreste Databasze Editors

[ Edit Suppliers 0B Takle | Create Mevy Suppliers DB | AssigniChange Suppliers DB |
[ Edit Lamp ID= DB Table Create Mevy Lamp IDs DB | AssioniChange Lamp Dz DB |
[ Edit Filter ID= DB Table LGRMUEICY [ Xichangs Fiter D=DB |

[ Ecit Cell D DB Table @ ForPro DB new Suppliers.dbf created successfully R =) (U bl

[ Edit Specimen IDs DB ange Specimen IDs DB

[ Edit Specimens In Cell: nge Specimen in Cell: DB |
[~ Edit Cells In Posttions C Enge Cells in Postions DB |
[ Edit Lamps On Off DB ange Lamps OniOff DB |
[~ Edit PosttionLamp DB Takle Create Mewvy Position To Laimp DEI| AssigniChange Position To Lamp DB |
[ Edit Lamp Power DB Table Create Mewvy Lamp Povwer DB | AszigniChandge Lamp Power DB |

A dialog box informs the user whether or not the table was created.




Filling the database tables

The table must then be filled with information. This is begun by checking
the "Edit Suppliers DB" check box. If the table already exists but has not
been assigned to the program in the current run, the following dialog box
will be shown.

L Create and Edit Specimen Exposure Databaze Tables

~EditiCreate Databasze Editor

I™ Edit Suppliers DB Tahle Cresgte Newy Suppliers DB | AzzigniChange Suppliers DB |
™ Edit Lamp ID= DB Table | Create Newe Lame [Ds DB | AzsigniChange Lamp (Ds DB |
I™ Edit Fitter IDs DB Table% 1 AssigniChanoe Filter IDs DB |
I Edt Cell D= DB Takle I Mo assigned table! Assign/Change Cell IDs DB |
I™ Edit Specimen IDs DB Table | @ AzzigniChange Specimen IDs DB |
I™ Edit Specimens In Cells DB Tahle _ AzzigniChange Specimen in Cells DB |
I™ Edit Cells In Positions DB Takle | | i AzzigniChange Cellz in Posttions DB |
I Edit Lamps On Off 0B Takle AzzigniChange Lamps OndOff DB |
I™ Edit Postiond amp DB Takle Create Mew Position To Lamg DEI| AzsigniChange Position To Lamp DB |
I™ Edit Lamp Povwer DB Table Create Mewr Lamp Power DB | AszigniChange Lamp Povwer DB |

Close the dialog box using the OK button or the x in the upper right
hand corner. Then click on the "Assign/Change Suppliers DB" button.

& BFRL Create and Edit Specimen Exposure Database Tables MiE R

EditiCreste Database Editor
I Edit Suppliers DB Takle oS [~ AssigniChange Suppliers DB |
I™ Edit Lamp D= DB Takle Create Mew Lamp D= DB | Azsign/Change Lamp ID= DB |
I™ Ediit Fitter ID= DB Takle Creste Mew Fitter IDs DB | AzzigniChange Fiter IDs DB I
I Ediit Cell iD= DB Takle Create Newe Cell IDs DB | AszigniChange Cell IDs DB |
I Edit Specimen IDs DB Takle Create MNew Specimen [Ds DB | AzsigniChange Specimen IDs DB I
I Edit Specimens In Cells DB Tahle Zreate Mew Specimen in Cells DEII AzzigniChange Specimen in Cells DB |
I™ Edit Cells In Posttions DB Table Create Mew Cells in Positions DEII Assigni/Change Cells in Positions DB |
I Edlit Lamps On Off DB Takle Creste Newy Lamps Onfoff DB | Azzign/Change Lamps Onfoff DB I
I™ Edit Posttion_amp DB Table Create Mewy Position To Lamp DEII AssigniChange Postion To Lamp DB |
I™ Ediit Lamp Powver DB Takle Creste Mew Lamp Powwer DB | AzsigniChange Lamp Povweer DB I

|Change to & different Suppliers Databasze Table |

To change any currently active database table or to assign a database
table, as in when newly running the program, click on the appropriate
"Assign/Change" button. This brings up a dialog box to allow the table to
be read into the program.




=
AL (Hret = Change Suppliers Databaze HaleyonD ataSet ;Iﬂlﬁl
- EditiCreate Databs
in: [ 3 CBTE -Hal -

I et Suppi ook I =] HpOSUTES - Halcpan [ | il opliers DB

™ Edit Lamp Mizsing5 ampleS pectra. DBF SpecimenlD.DBF mp D= DB |

I Ecit Fiter || 2] MEW SUPPLIERS DEF SpecimensCells. DEF her Ds0B__|

I~ Edit Cell D F'DSELAMF‘S.DBF SPECSlNCELLSZDBF ol D= DB

| =] POSITNTOLAMP.DEF .w —I_

M e Sy Sample Spectra DBF BEBF MI

I Edit Specit SampleSpectia DBF en in Cells DB |

I Edlit Cells h h Positions DB |

I Edit Lamps L4 ] 21 s oot 0B |

I Bolt POsiit | Fife pame; — [SLIFPLIER.DBF gren | n To Lamp DB |

I Edit Lamp b Povweer DB |
- Files of type: ISuppIiers Databaze HaloyonD ataS et [*.dbf) j Cancel |
Change to a differe) |

When the table has been assigned to the program, a data entry dialog
box below appears. If the table is empty, there will of course be no
information in the dialog box.

For example, when the "Edit Suppliers DB Table" check box is checked
and the dialog box which allows editing of the Suppliers table appears,
the information in the first record in the suppliers database table appears
in the Edit Suppliers Database Table window. The information can be
edited or augmented. Moving from record to record and creating new
records is accomplished using the navigator bar at the top of the

window.
& Edit Suppliers Database Table [_ (O] =]
! 1 =l e
W MEnEEE ol
SUPPL_MUM FIRRM_MAME
=il 1 JNIST
rEdtiCreste D | AnDRESST
v %ﬂ i IBuiIding 226 / Room B350 E DB
[~ EditL | ADDRESS2 08|
I~ EditF || oe |
[ Editc | CITY STATE_ETC COUNTRY LB |
[~ Edits | |Gaithersburg [MD (i DsDB_|
[~ Edit= | PHOME PHOME_EXT1 PHOME_EXTZ2 Cellz DB I
I Edic | 3019756701 | | ions DB |
I EditL COMT_TITLE COMT_15T CONT_MI  COMT_LAST 11 DB I
I EdiF IMr IW’atIer IE. IByrd amp DB I
I oEaty | E22 AL er DE
|3EI1-99EI-8891 W alter, Byrdi@nizt. 6oy _I
| Make current 2 PEMARKS |
IEverything manufactured in-houze at NIST
E-Mall

A help hint appears at the bottom of the main window when the mouse
cursor is paused over the navigator bar buttons.




OMEaEEL a9

From left to right, these buttons are:

ﬂ go to the beginning of the file (table)

| 4

go one record towards the beginning

go one record towards the end

go to the end of the file

ol

append a record (at the end of the file)

[

copy the current record

@ edit the current record

—

| delete the current record

1 F':. save the current record (after editing) - disabled here because no
editing has been done

-

e
2 cancel any changes made during editing - disabled here because
no changes have been made.

The other database tables in the system are shown below. The type of
table is given in the blue header bar at the top of each window.

& Record Lamp az On or OFff == E3

LRI = sl = S N

LAMP_MUM OM yWHEN
|2 |T ||:|sn:|?r1 997 |1 2:14: 58P




The T means that it was true that the lamp was ON. Setting the lamp to
OFF would require that the table states that is was false that the lamp
was on. This seems to be a complicated way of designating something
which is inherently simple but is a consequence of the restriction that
one field has to be used to describe the event.

Dates/times of day are stored in the tables as days and fractions of
days, but they are shown to the user as normal dates and times.

RIS S == e AE= |

LAMP_MHLKM

i._.l.......................................

I

iT eszt §2, Right Solar Sirmulator
SPECS

I'I 000 watt Xenon A
SUPPLR_MUM PURCH_DATE
|2

Each lamp must be given a unique number and must also be identified
as in the above dialog box. The supplier number can be dragged from
the appropriate record in the Suppliers table into the SUPPLR_NUM
box. Not all fields must be filled out, as shown by the empty
PURCH_DATE box. The field descriptions such as LAMP_NUM and
SUPPLR_NUM are those used in the tables themselves and will appear
in this way in programs which show the contents of the database tables.

& E dit Filters Database Table I =]
WO iEaEEE e |

FILTR_MLIM SUPPLR_MLM

;1 02 11 1
D 1
!294nm, Barr 2696, {2
SPECS

|2'El4nm, 1.5nm Bandpaszz
PURCH_DATE FILTER_MA& HALF WIDTH LUMITS
| 294.00 1.50 Am

It is important that the FILTER_MAX and HALF_WIDTH fields in the
Filter IDs table be filled out because they are used in the data
processing program to estimate the range over which to integrate the
dosage and to provide a wavelength range over which to verify that the
specimen UV-visible absorbance was satisfactorily measured. In the




visible part of the spectrum, the absorbance of a clear specimen is
essentially zero and is poorly known because it is roughly the same level
as the noise, but the lamp intensity is very high and the estimated
dosage, although considerable, can easily be considerably in error. See
later for a description of how either a scaled-down spectrum of a thick
specimen or a requirement that the actual absorbance exceed a
minimum value can be used to overcome this problem .

& E dit Cells Database Table I =]

WO iEaEEE sl |

CELL_MLIk SUPPLR_MLIk4

El |

D

|Cell 1. 21%RH

SPECS

!1 cm deep # 12,1 cm diameter 1 Acivlic Exposure Cell
PURCH_DATE

e

The Cell IDs table is little used but is provided to document from where
and when the cells were obtained.

& E dit Specimens Databaze Table == 3

4 <> |lsl=l=] | ]alg)

(]

ICl:uating A Acrylic Melamine
SOURCE
IDupDnt

SUPPLR_MUM  SPEC_MUM  THICKMESS ¥ _PER_UM Y _PER_UM

|1 0 100 10 10 10
MOTES
IDupDnt

The Specimen IDs table provides the all-important specimen number
and specimen thickness.




& Put Specimens in Cells =] B3

RIS ===

SPEC_MUM CELL MUM ‘WHEM
]mn ]mn inammaa? lna:un:nmm

The Specimens in Cells database table ties the specimen to a filter,
temperature and humidity through the CELL_NUM connection to the cell
position table. The cell position field in the cell position table the ties the
cell, and the specimen it contains, to a position in the illumination field.
That position is in turn related to a lamp number and to the spectra of
the radiation from that lamp which reached the cell position.

The Cell Position table contains the experimental conditions of the
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exposure of that cell. Provision was originally planned for up to 5 filters,
but in practice only one filter has been used and there is no longer
capability in the data-processing program for more than one filter. The
temperature and humidity history of the cells can be included. The cell
in the above table was placed in position 100 of the lamp field.
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The cell will be placed in a position in the field illuminated by the lamp.
The above table shows that position 100 was illuminated by lamp 1 at
that time.
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The UV-visible spectra currently cover the wavelength range 190 to 820
nanometers. A lamp power factor must be supplied for each of the
wavelengths to convert the lamp intensity readings into watts. The lamp
output factor at 190 nm is 0. Non-zero lamp output begins at about 270
nm.

Dragging and dropping

Where feasible, data entry has been facilitated by implementing
dragging and dropping, shown here by dragging and dropping the
supplier number. First, assign and show (for editing) the two windows -
in this case the Suppliers table and the Filter IDs table. Line up the two
windows side by side. Position the mouse cursor over the
SUPPLR_NUM edit box, left click and hold the mouse button down.
When the mouse cursor is moved out of the box, the mouse cursor
should change to the "forbidden" symbol. Note: a drag can not begin if
the edit box is already selected for keyboard input. In that case, click in
one of the other boxes to move the input focus and then begin the drag
from the original box.
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When the mouse cursor goes over a destination which is set to accept a
drop, the cursor changes, as shown below. Releasing the mouse button
will complete the drag and drop and, if all went well, the supplier number
will appear in the filter IDs dialog box.
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Reading In Spectra

Shartcut ta
ReadSpectr...

Spectra may be read in from csv files (see later) or from JCAMP files.
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The first step is to select an existing database table or create a new one

using the w menu item. Select the appropriate menu
option:




{ii| Copy ASCII CS¥ files to databaze files

File with ASCI Spectra Specify t
Create Spectral Databaze. ..

Open Exizitng Spectral Databaze...
E it Program

If a table is created, it remains assigned to the program. The first step is
to create a new table or assign an existing table.

The second step is to tell the program where to find the information to be
read in.

{ié| Copy ASCIl C5¥ filez to databaze files

Databaze File EEEETGEAINIRAEEN Specify bop
Informatior & Open ASCH Spectral Fie... |

This file must be a CSV file, which is a text (ASCII) file in which the
various items on a line are separated by some commonly used, easily
recognizable character such as tab or space, hence the name and file
extension C(ommon) S(eparator) V(alue). If the file contains the names
of other files, those files will be read in one at a time as JCAMP files,
spectral files prepared according to the format of the Joint Committee on
Atomic and Molecular Parameters. Otherwise, the file is assumed to
contain the wavelength as the first item on each line, followed by the y
values of the spectra — lamp irradiance, filter transmittance, or specimen
UV-visible absorbance - in successive columns separated by spaces or
tabs. The first line contains the lamp number, specimen number or filter
number for the particular column. Examples of csv files are given later.

Open a spectral C5Y¥ file

Lock jn: | ‘3 Example C5Y Files = ﬁl e =

% LampSpectra.C5W
% SampleSpectra.cay
B8] THICK, cav

B8, | T CAMP Files ooy

File name: — [=C5Y Open |
Files of type: IE:::mmu:un Separator Walue files [*. 5] j Cancel |

The programs can determine whether a database table is a table of
spectra from the field names (headings) in the table. A spectrum
database table contains a TYPE_NUM which tells the program whether




the spectrum is for a lamp (TYPE_NUM =1), filter (TYPE_NUM =2),
specimen UV (TYPE_NUM =3) or specimen IR (TYPE_NUM =4). This

number is assigned by choosing the appropriate sub-menu option under

the "Specify type of spectra” menu option.

{i&| Copy ASCIl C5¥ files to databasze files
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The WHICH field in the table tells the program the lamp field position,
the filter number, or the specimen number to which the spectrum
belongs.

{ié| Copy ASCII C5¥ filez to databaze files

Databaze File  File with ASCIl Spectra  Specify tupe of zpectra @
Infortmation on reading spectra

The About menu option brings up a dialog box which identifies the
program and provides some information on the configurations of
Windows and the hardware.

About Read Spectra for Windows 95/98/HT |

W T :
"|§| Read Spectra into DB
= Yersion 1.2.1.1
Copyright [c] 1336-1333

Building & Fire Research Laboratory
B325M226, MIST, Gaithershurg, WD 20539
Telephone: (30417 97 5-5866

wWindowes 410 Build : 1995
CPUC=Y: 1 Intel Pentium

Memory: 36% Free 1275 MB Total
Dizk space C: 1 573 MB [ 0 MB

The date and time of the spectra to be read in (all of which will be given
the same date and time) are provided in the date and time boxes.
Finally, the "Process Spectral File" button is clicked.




date |2m2f199? tirme |2:DD:DDPM|

Frocess Spectral File |

If the user forgot to provide the TYPE_NUM information on the type of
spectrum, he is reminded, as shown below

Information !

@ Meed to specify an option - Lamp, Filter, or Specimen - from top menu

and provides the information as follows:

{gl Copy ASCII C5¥ files to database files
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Clicking again on the "Process Spectral File" button reads the spectra
into the program and the program writes them to the database table.
The program shows a plot of all the spectra which have been read in
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Click here to begin reading the ACH spectra into the databasze file I




and also provides the numerical values in a grid. The first column is the
wavelengths, the first row is the spectrum number. The body of the grid
contains the y values.
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Examples of the CSV files

The first type of csv file is from an Excel spreadsheet file. The specimen
number is across the top in row 1 and the wavelength of the spectral
absorbance is in the first column, column A. The other columns contain
the spectral absorbances for each specimen. This information would be
exported as a CSV file so it could be read into the Read Spectra

program.

A | B C D | E |
1] 0 100 101 102 103
2] 1901 0.150223 0.134888 | 0.146042 0.150223
3 1927 0.162704 0186646 0.180583 0.168625
4 194 0.202927 0167134 0.188263 0.191269
5 | 196 0.232254 0.234833 0.243652 0.22673
6 | 198 0.273895 0.270813 0.267151 0.275366
7] 200 0.359665 0.355133 0361526  0.3508
8| 270 0.458801 0.449722 0456192 0.462769
9| 204 0.546326 0530685 0.530777 0.548355
10 206 0.635666 0630203 0636943 0.634277




The second type of csv file is when IR spectra are to be read in as
JCAMP files. In the two lines, below, from a file of that type, the
spectrum for specimen 102 is in file B1-0-2.DX and the spectrum for
specimen 108 is in B1-0-8.DX.

102,B1-0-2.DX
108,B1-0-8.DX

JCAMP files are output by most spectrum-handling programs.
An example of the beginning of a JCAMP file is:

#H#TITLE= Cell 1, Test 2, Initial Position-2
#H#JCAMP-DX= 4.24
##DATA TYPE= INFRARED SPECTRUM
##ORIGIN=
#H#OWNER=
##DATE= 96/07/22
HH#HTIME= 14:11:00
##SPECTROMETER/DATA SYSTEM= PERKIN-ELMER 1760 IR
#H#INSTRUMENT PARAMETERS=

DETECTOR= MCT

APODIZATION= NORMAL
HH#RESOLUTION= 4.000000
##DELTAX= -1
##XUNITS= 1/CM
#H#YUNITS= ABSORBANCE
##XFACTOR= 1
HH#YFACTOR= 1.19209289550781e-007
##FIRSTX= 4000
#H#LASTX= 700
##NPOINTS= 3301
HHFIRSTY= 0.0174999237060547
HHMAXY= 2.709377
HHMINY= 0.008527
HH#HXYDATA= (X++(Y..Y))
4000.000 +146800+145706+147013+149054+149239+147344+145822+146717+148687
3991.000 +148717+146064+143178+142529+143575+143655+141597+139252+138740
3982.000 +139936+140723+139725+138045+137412+138076+138678+138128+136809
3973.000 +135749+135320+135059+134579+133882+133128+132446+132105+132449
3964.000 +133159+133321+132316+130915+130386+130782+130776+129228+127055




The spectra absorbances are provided as several absorbances per line,
as in the last five lines of the example.

Programs to examine and correct the contents
of database tables

Two such programs are provided. The LookAtTableGrids program
allows the user to scroll through the records in a database table and to
correct those records using the navigator bar. The spectra in a table
may be examined, compared, and to some extent corrected using the
LookAtSpectra program.

LookAtTableGrids

i

Shartcut to
. LookatT able...

== BFRL Peek at DBF Database Tables I B3

IR Fack DB Tables  About

% Choose Table 1
Choose Table 2 TP
Choose Table 3 |[ |—|'?| == H |>\{.<‘l’i Tahle 1 file name goes here
Close Table 1
Close Table 2
Cloze Table 3
Exit

Tl 2||'/| N | [ |[ r|'?| |F§"'__|F:|?/|<"J| Tahble 2 file name goes here

Table 3|f/| R | [ |[ |—|'?| |F§"'__|F:|>\/|<";| Table 3 file name goes here

Grid columns can be re-sized by dragging between the colurnn headers.
Tables can be edited, but be carefulll - CHANGES POSTED TO DISK WHEN Y OU MOYE TO ANOTHER RECORD

The database tables can be examined and edited, records can be
deleted, and information can be retyped after setting up the editing or
delete procedure using the navigator bar (over each table in the figure
below). Tables can not be created in this program and editing using
drag and drop can not be used. Up to three tables may be read into the
program, as shown below.
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P01 2590nm, Omega #1
102 294nm, Barr 2696, #2
103 300nm, Barr 2896, #1

1

Table 31| < [P [MIBNBIE 1519|101 315 LavpPOWER o
| LaMP_NUM | WAVELNGTH | PWRFACTOR | WHEN
K 1500000 |0.0000 36342.3750
1 1920000 00000 35342 3750
1 1940000 |0.0000 35342.3750
1 196.0000  0.0000 36342.3750 =

Grid columns can be re-sized by dragging between the column headers.
Tables can be edited, but be carefulll - CHANMGES POSTED TO DISK WHEN YOU MOVE TO AMOTHER RECORD.

The columns may be resized by dragging the column heading
separators.

LookAtSpectra

Shaortcut ko
LookAlSpect...

The spectra in a table may be examined, corrected and compared using
the LookAtSpectra program. Because the plot takes up most of the
program window, spectral files can be only be examined one at a time.
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Grid columns can be re-sized by dragging between the column headers. [~ Don't Clear Plot Between Spectra
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The file is read in using the "Choose Spectrum Table" menu item.
Typed corrections can be made to the table parameters shown in the
grid but not to the spectra.
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A record can be selected using the grid cursor at the left hand side of the
grid or by clicking on the scroll bar at the right hand side of the grid.




Records can be skipped by checking the "Do Not Add Curve to Plot"
box.

/' BFRL Peek at Spectra Tables [ [E] =]
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Delete Record | DE spectrum table is IRSpectra.dbf (Specimen IR Spectrum dbf table)
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Spectra can be retained from record to record by checking the "Don't
Clear Plot between Spectra" box.
If the "Plot All Spectra of Specimen" box is checked, all spectra for a
new specimen (or lamp or filter) are added to the plot. This is a
convenient way of viewing all the raw spectra for a specimen and of
comparing specimen damages.
[~ Do Mot Add CurvaTo Plat [" Don't Clear Plot Between Spectra ™ Plot All Spectra of Specimen
"] Subtract First Spectrum from Al [T Addl To Scaled Thick Spectrim " Rewrite Corrected Spectra to DB
I™ Zera the Spectra hefore Processing fero spectra ahove I 400000 | on x axis

Various other options were added to facilitate editing and correcting
spectra, in particular the specimen UV spectra which had some sort of
spectral contamination from the supporting plate. These options are
shown in the above figure. "Do Not Add Curve To plot" allows the user
to skip over spectra when navigating through the table. "Subtract First
Spectrum from All" subtracts the first curve in the plot from each
subsequent curve as the data are added to the plot. "Zero the Spectra
before Processing" obeys the "Zero Spectra Above" number and is
intended to clean up UV spectra which were not well enough measured
above that point in the spectra. (If the UV spectrum of a thick specimen
is used in scaled-down form, the data processing program will switch
from the actual spectrum of the specimen to the scaled-down spectrum
when the scaled-down spectrum has a higher absorbance than the
original spectrum does. This allows for the appearance of degradation




products in the original spectrum and yet overrides the original spectrum
in regions where it clearly is not trustworthy.)

Corrected spectra may be immediately written to the database table by
checking the "Rewrite Corrected Spectra to DB" check box.

Data-processing program

Calculating dosage and damage in the
specimen - AbsorbedUVvsIR.exe

Shortout to
Abzarbed . .

This program estimates the dose the specimen absorbs and relates the
damage suffered by the specimen to this dosage.

Startup

Because start-up takes a few seconds, a "splash" screen is shown while
the program is loading to show the user that something is happening.

About Calculate Dozage |

Estimate UV Dosage
Relate Dosage to IR Spectra

Wergion 1.2.1.1
Jon Martin, Tinh Hguyen, Eric Byrd, BFRL, HIST

Pragrammed By Brigh Dickens, consilitant




® Assess specimen damage from database files =]
Diff L% & IR Correlations i SpecimeniCell DB Tables i Specimen Dosage
Specimen Status i L Tables after Query I Run Comments

-IR Spectrs i Dosage vs Damage i Process Options i

Specimen Graphs i Lamp and Fiter Graphs

Mo configurstion file yet Il file Menu..... = i

—Active Databazes - The Crder of the Dbs follows the Light Psth from Lamp to Specimen

~Lamp DB

Change Lamps On/Off DB
Change Lamps Spectra DB
Change Position To Lamp Humber DB

Change ; Lamp Int ity To Power DB
el DE:

Change Cell Contents DB
~Fiter DE:

Change Filter Spectra DB
Change Filter ID DB

~Specimen DB:

Change Specimens In Cells DB
Change Specimen Spectra DB
Change Specimen IDs DB

R Spectta DB and Damage DB

Change IR Spectra of Specimens In Cells

Change Damage DB for Spectra of Specimens In Cells

NU hint s yet

The program is divided into a series of pages, as shown below.

Diff L & IR Correlations i SpecimeniCel DB Takbles i Specimen Dosage i Cortrol IR Spectra i UNIR Spectra i Dosage vs Damage i Process Damage !
| Bpecimen Status i U+ Takles after Query ; Run Comments ; Active DataBases ; Specimen Graphs ; Lamp and Fiter Graphs l
1

Specifying sets of database tables

When the program ends, it optionally writes its current set of database
tables and the parameters on the “Process Damage” Page to a
UVExpStartUp.ini initialization file. Previously saved initialization files
can be read in using the INI file menu, which is brought up by clicking on
the "INI file Menu" button on the "Active Databases" page.

First select the Active Databases page

Diff LY & IR Carrelations | SpecimeniCel DB Tahles | Specimen Dosage l Cortrol IR Spectra | NR Spectra | Dosage vs Damage | Process Cptions

Specimen Status | LI Tahles after Query | Fun Comments Specimen Graphs | Lamp and Fiter Graphs

then click on

i Specimen Graphs

i

The menu which appears contains the following items:




LM file Menu..®

Mew [Nl parameters
= Open M file...
—_ Save [Nl file
Save Ml file az...
Mone of the above

B

with the meanings:

NEwW

clear the database table page, remove all tables from memory

OPEN INI FILE...

read in a new set of database tables (for an example of an INI file, see
below) and “Process Damage” page parameters

SAVE INI FILE

save the current set of database tables and “Process Damage” page
parameters in the current INI file

SAVE INI FILE AS...

save the current set of database tables and “Process Damage” page
parameters in a new current INI file

NONE OF THE ABOVE

provides an escape route if nothing is to be done

Below is the file open dialog which appears if the user wants to read in a
new set of database tables from a previously-saved INI file.




Read in new INI file

Look in: | ‘3 Acrylic Melarmine 50 and 60 C

[EJVE spStartlip.ini

LIVE xpStartUpD.ini

File name: =i Open |
Files of type: IFiIe with database names [*.ini] j Cancel |

Active Database Tables

When the program begins, it does not have any database tables
assigned to it. These tables can be assigned in three ways.

READING A PREVIOUSLY WRITTEN INI FILE
Use the

IMI file Menu.... =

button to go to the Open INI file menu, described below, then read in the
file.

SPECIFYING AND READING EACH DATABASE TABLE FILE IN TURN

Click on the button marked "Change" corresponding to that table. This

brings up a standard file open dialog box. Each database table file has
the extension dbf.

amp DB:
F gt i Lamps On/Off DB table is H'CBT Exposures - Halcyon'Test #2'Database Files'LampsOnOff.dbf

DRAGGING AND DROPPING FILES FROM WINDOWS EXPLORER

To drag the file onto the "Change" button using Windows Explorer, move
to the correct directory in Explorer and select the desired file by clicking
on it with the left mouse button. While holding the mouse down, drag
the mouse cursor over to the change button and release the left mouse
button while the mouse cursor is over the change button. Drag only the
dbf files, not the fpt or cdx files.

First, select the file:




Specimen Status

Configuration file HACBT EXPCOSURES - HALCYONYExpStatUp.ini not read in co
—&ctive Databases - The Order of the Dhs follovys the Light Path from Lamp to Spe

I U Tables after Query |

Run Comments

% Exploring - Database Files

Ditf L & IR Correlations | SpecimeniCel DB Tables I Specimen Dosage I Mon- File Edit Yiew Tools Help

n

~Lamp DBE:

Change I
Change I
Change I

Lamps OniOff DB table is H:\CET Exposures - Haleyon'T

Lamp Spectra DB table
Position To Lamp Number DB table

Change | Lamp Int ity To Power DB table
el DE:

Change I Cell Contents DB table is H:\CET Exposures - Haleyon'T
~Fitter DE:

Change I
Change I

Filter Spectra DB table iz H:\CBT Exposures - Halcyon!'T:
Filter IDs DB table is HACBT Exposures - HalcyoniTest #

—Specimen DB:

Change I
Change I
Change I

Specimens In Cells DB table is H:\CBT Exposures - Hale
Specimen Spectra DB table is H:\CBT Exposures - Halcy
Specimen IDs DB table is H:\CBT Exposures - Haleyon'T

Change I

IR Spectta DB and Damage DB
Change I Specimen IR Spectra DB table is H:\CET Exposures - Ha

Specimen Damage DB table

23 manual
Cl store progs

=) {j Test #4
{23 Database Files

--{I]] CETDatahase stuff
i Ch23
£ Chiomn Data
7] Contracts
£ Delphi

{1 Delphi 2 zips
-7 Delphi 3

7 Delphi and Images
®-1 Delphi extras
{1 Delphi Informant Files
— e ..

-

All Folders Contents of 'Database Files'
=1+ Host for ¢ [H:] _‘j | Hame
(-2 ADA Program S ource i) Cell 10.dbf
-0 AmeriChromn [#] CellD. o
-0 AmeriChrom Prags =] CELLPOSITIONS.CDX
B+ Basicprg @ CellPositions. dbf
w0 Be? ] FiterlD el
= C:l CBT Exposures - Haloyan 9 FilterlD.dbf
(3 graphics 4] FILTERSPECTRA.COX

Q Filter5 pectra.dof

@ FilterSpectra.fpt

[#] IRSPECTRA.CDX

lss] IR Spectra dbf

Q IRSpectra fpt

@ Larnpid.cds

la8] Lampid.db
LAMPINTEMNSITY.CDX

] LAMPPOWER D

9 LarnpPower. dbf

[8] LAMPSONOFF.CD3

28] Lamp=0n0tf.dbf

[#] POSITIONT OLAMP. CDX
9 PasitionT oLamp.dbf

[#] RATIDEDZ380DAMAGE
[#8] RATIDE DZ3E0DAMAGE

=] RATIOFNA30NNaMARE
4

11 object(s) selected

[452B

With the left mouse button held down, drag the mouse.
mouse cursor shows that dragging has begun.

ecimen damage from database

Specimen Status

Diff LY & IR Correlations | SpecimeniCell DB Taklss | Specim

I U Tables after Guery I Roun ©

Configuration fie HMWCBT EXPOSLURES - HALCYOMILYExpStar
~ctive Databaszes -

The Crder of the Dbs follows the Light Pat

Lamp DB:

Change I
Change I
Change I

Lamps OniOff DB table is H:'CBT Expo
Lamp Spectra DB table iz H:ACBT E
Position To Lamp Number DB table

Change | Lamp To Power DB table is |
[ Cell DB

Change I Cell Contents DB table is HCBT Expo
[~Filter DB:

Change I
Change I

Filter Spectra DB table is H:'\CBT Expo:
Fitter ID= DB table is H:\CBT Exposure:

—Specimen DB:

Change I
Change I

Specimens In Cells DB table is HACBT
Specimen Spectra DB table is H\CBT |

12 Test

®-{Z] Ch23
-3 Chiom D
G- Contrac
-2 Delphi
-] Delphi 2
{17 Delphi 3

{23 Dalabase Files

--{_]] CBTDatabase stuff

21 Delphi and Images

-] Delphi extras

{27 Delphi Infarmant Files
e

#4 backup

The change in

-] AmeiChiam [#] FILTERSPECTRA.COX
{2 AmeiChiorn Progs Q SPECIMEMID.CDX
1 Basicprg |#] SPECIMENSCELLS CDX
0 Be7 [#] CELLPOSITIONS.COX
E-E0 CBT Exposures - Haloyan o] RATIOEDZ 380D AMAGE.CDX
i g f;:ﬁ::s [E] UVEspStartip ini
1 stare progs [18] RATIDEDZ 380D AMAGE . DEF
0 Test#2 [#] RATIDEDZ3B0DAMAGE. FPT
{2 Test #2 backup 9 LampPower.dbf
3 Test#t3 @ S ampleS pectra. dbf
{2 Test #3 backup Q SampleSpectra.fot
{0 Test#3,Cell 4 — | [ss] Fiker D dbf
{0 Test#3, Cell 4 backup a FilterSpectra. dbf
B0 Test#4 Q CelPositions. db

Q Lamplntengity. dbf
a Lamplntensity. fpt
Q FilterSpectia. fpt

E SpecimensCells.dbf

ala OnClf, dbf
o ionT oLarmp. dbf
dps | 5 pecimen! 0. dbf

[5€] Cell 1D dbf

[#] CallD.ods

[#8] Lampid. db

Al | arnid o
4

=

e

Change I

Specimen Damage DB table

Change | Specimen IDs DB table is HiCHT Expo | O0cHs) sskected Rl :
~R Spectra DB and Damage 0B
Change I Specimen IR Spectra DB table is H:'CBT Exposures - Haleyon'Test Fill tra.dbf

While the mouse cursor is over regions of the screen which will not
accept the drop, the cursor displays a "forbidden" symbol.




# Assess specimen damage from database files =] E3
Ciff UY & IR Carrelations i SpecimeniCell DB Tables i Specimen Dosage i Non-LY IR Spectra i UY-IR Spectra i Dozage vz Damage l Process Damage i
Specimen Status i U Tables after Query i Run Comments

IR file Wenu. . w i

Configuration file HACBT EXPOSURES - HALCY OMYUWExpStartUp ini not read in completely

-Active Databases - The Order of the Dhs folloves the Light Path from Lamp to Specimen

Specimen Graphs i Latnp and Fiter Graphs

~Lamp DB:
Change Lamps On/Off DB table is H:\CBT Exposures - HalcyoniTest #4Database Files'LampsOnOff.dbf
Change Lamp Spectra DB table is H:ACBT Exposures - Halcyon\Test #3\Database Files\Lamplntensity.dbf

Change Position To Lamp Mumber DB table

Change l Lamp Int; ity To Power DB table %

~Cell DB:

Change Cell Contents DB table is H:\CBT Exposures - Test Files'(C: iti DBF

“Fitter DB

Change Filter Spectra DB table is H\CBT Exposures - Halcyon'Test #4\Database Files'FilterSpectra.dbf
Change Filter ID< DB table is H:\CBT Exposures - Halcyon'Test #Database Files'FilterlD.dbf

~Specimen DB

Change Specimens In Cells DB table is HMCBT Exposures - Haleyon'Test #4'Database Files'SpecimensCells.dbf

Change Specimen Spectra DB table is H'CET Exposures - yoniTest F plesp a.dbf
Change Specimen D= DB table is H:\CBT Exposures - Hal Test Files'S) i 10.dbf

-IR Spectra DB and Damage DB
Change Specimen IR Spectra DB table is H:'\CBT Exposures - Test Fi a.dbf

Change Specimen Damage DB table

Error

The dragged file has now been dropped on the "Change" button and the

database table has been read in successfully.

Checks on file identity

Various checks are made on the database tables as they are read in.

Below is an example where the data in the Lamp Intensity (lamp

spectra) database table showed that the table being read in as a Lamp

Intensity table was not set up to be a Lamp Intensity table.

& H:ACET Exposzures - HaloyorhTest #44Databaze FileziLamplntenzity. dbf iz not a lamp spectium tablelll

Clicking on OK or pressing the enter key (since the OK key is outlined
and is therefore the default key which receives any key presses), brings

up the following window.
Information

@ It appears to be a Specimen IR spectrum databasze bppe

The program has been able to discern from the field names in the table

that the table is a spectrum database table but, because the




= Asgess specimen damage from database files |_ (O] x|

Ditt LW & IR Correlations ] Specimen/Cell DB Tables ; Specimen Dosage ; MNon-UV IR Spectra ; UV-IR Spectra ; Dosage vs Damage i Process Damage ;
Specimen Status i LY Tables after Query i Run Comments Active DateBases i Specimen Graphs i Lamp and Fiter Graphs

Configuration file HACBT EXAPOSURES - HALCY OMIVE:pStartUp.ini not read in completely
—Active Databazes - The Order of the Dbs follows the Light Path from Lamp to Specimen

TYPE_NUM is 4 instead of 1, knows that the spectra are supposed to be
specimen IR spectra, not lamp spectra. In this real-life example, the
user had read lamp spectra into the database table but had forgotten to
set the spectrum type to lamp instead of specimen IR. The program will
not accept this table as a lamp spectrum table, even though the table
really does contain lamp spectra, until the TYPE_NUM is changed from
4 to 1. The checks are in place to protect the user (and the
programmer) from making mistakes.

The currently active database tables are shown on this page of the
program. All tables except the damage table must be present before the
program can begin computations. They contain information that the
program can only get from the database tables. The damage table can
be created as needed because the information it contains is generated
by the program.

IMI file Menu.... » 1

—Lamp DB:

Lamps On/Off DB table is HACBT Exposures - Halcyon!Test #2'Database Files\LampsOnOff.dbf
Change Lamp Spectra DB table is H;ACBT Exposuies - HaleyonhTest #2\Database Files\Lamplntensity. dbf
Change Position To Lamp Number table iz H:ACBT Exposures - Halcyon\Test ##2\Databaze Files\Pos2Lamps.dbf

Change i Lamp ity To Power DB table iz HACBT Exposures - Test FilesLampl dbf
~Cel DB:

Change Cell Contents DB table is H'CBT Exposures - yon\Test Files\C, iti DEF
~Fitter DB:

Change Fiter Spectra DB table is HACBT Exposures - Haleyon'Test #2\Database Files'FitterSpectra.dbf
Change Specimen Filter ID= DB table is HACET Exposures - Halcyon'Test #2\Database FilesiFilter ID.dbf

—Specimen DB
Change Specimens In Cells DB table is HACBT Exposures - Haleyon'Test #2'Database FilesSpecimensCells.dbf
Change Specimen Spectra DB table is HACBT Exposures - yoniTest Fil
Change Specimen IDs DB table is HM'CBT Exposures - Halcyon'Test %2 Files'Speci ID.dbf

a.dbf

—IR Spectr:

Change Specimen IR Spectra DB table iz H'CBT Exposures - yoniTest Fil

Change Specimen Damage DB table

a DB and Damage DB

elect Zeroing Sites and Damage-Estimation Sites on IR Plot

Put Zeraing }-{shfcur Damage Plot into Takle Put Damage X= From Plat into Table

Help Message Panel

Many of the programs provide help messages on the functions of the
controls in a help message bar at the bottom of the screen.

For example, when the cursor is positioned over the

L
htl




"Process Damage" page button which brings up the table of places at
which to zero the IR spectra, the help message at the bottom of the
screen is

Clicks on the IR spectra plots will be interpreted as sites st which to zero the IR spectra before manipulating them

Control Parameters

The program is very flexible, but this means that choices have to be
provided and made. Most of the choices are on the "Process Damage",
the last page of the tabbed page control. The choices will now be

illustrated.
& Assess specimen damage from database files =] =]
Specimen Status I L Tables after Guery | Run Comments I Active DataBases I Specimen Graphs | Laimp and Fiter Graphs I

Diff LY & IR Correlations | SpecimeniCell DB Tables I Specimen Dosage I Control IR Spectra I Uv-IR Spectra I Dosage vs Damage  Process Options

Limits Defining Mon-Zero Dats

Minitmum "Significant” L Minitnum IR More than thiz fraction of sign
Abzorbance in Fitter Rancge Im Abzorbance 0.025 reversals (H-) will mean & curve 0.20
Range i Just noise
—Select Zeroing Stes and Damage-Estimation Sites on IR Plot: —Zero Spectra o these Sit
Fero lamp 200.00 Fero specimen I 450.00

Put Zeroing ¥s for Damade Plot into Takle | Put Datmage Xs From Plot into Takle | spectra at . spectra at .
—Opetate on Damage Plot —Carrelstion in IR Spectra

Estimate specimen thicknessfablation in IR at 286000 G, Gl e Rl e G s 5,

otherwise click puts IR into datmage plot
I If checked, click on IR will select new place to use to estimate ablation

[¥ Data in Correlation Plot Must Pass Moise Test
Standard Thickness of

Specimen in IR Units 1.000 ¥ Scale to Std Specimen Thickness —Set Cantral
. Set cortrol to
v Subtract Control Specimens
v 4 ¥ Scale Al IR Spectra To Control IR Spectrs [ S ——— 0.0o
[T Average sl correlsted damage stes Use Correlations grester than I 0.87 [~ Add Control Profiles to Damage Database Table
—Fit Curve to Damage/Dosage Plot, Estimate Inftial Guarntum ield
. Click on this button to
Calculste Fit, Get Quantum Yield From Curve Curve to use in Dosage vs Change Plot |0 :I activate clipbosrd
nitial Guantum Yisld W Partttion Dosage into Matrix and Degradation Produ.ds
Estimate: quartum yield at this To000 Fit clamage dosage I 0.010
rumber of micromals of dosage :Jetgeenltlhense. ot
¥ Change to Micromals of Photons v Smooth &1 Curves ractional jimts in o I 1.000

—ite Ot Data on Current Specimen

Showe Ablation Details |
Wite to Damage DB Damage vs Dosage Data weitten toText File |

ZEROING THE UV SPECTRA

Before any curve can be scaled, the data must be corrected for offset
from the true zero position. In the case of the spectral curves in this
program, the x values are typically wavelengths and are well known, but
it may be that the y values (lamp intensity, specimen UV absorbance)
are not in "finished" form. For example, the measurement of the lamp
intensity includes a dark current which will be non-zero even when the
lamp is off. When the lamp spectra are zeroed, they are moved along
the vertical axis until they are zero at the wavelength specified in the
"Zero lamp spectra at" box. The specimen spectra will be similarly be
moved along the vertical axis until they are zero at the wavelength
specified in the "Zero specimen spectra at" box. If the value in a box
does NOT fall in the wavelength range of the spectrum, no zeroing will
be done, which provides a convenient method of turning the zeroing off.




|'Zer|:| Spectra at these Site

Zero lamp spectra &t I 200.00 Fero specimen spectrs ot I 43000

The filter spectra are not zeroed. The lamp and specimen UV-visible
spectra are corrected by simple vertical shifts of the data. In the case of
the lamp spectra, this is sufficient to remove the dark current equally
from all places in the lamp spectra. No corrections for sloping
backgrounds are applied to the specimen UV-visible spectra.

ZEROING THE DAMAGE (IR) SPECTRA

The damage spectra (currently IR spectra) must also be zeroed. There
are several places in a typical IR spectrum where the absorbance can
be expected to be zero. These places which are selected by clicking on
a plot of the damage spectra. The intersection of the wavelength where
the plot was clicked and the absorbance on the curve defines a point
which will be made zero. All points on a straight line between any
adjacent clicked points will also be made zero. If there are no adjacent
clicked points, as for example when the clicked point is the first or last
clicked point in the plot, all points from the clicked point to the beginning
or end of the plot will have the y coordinate of the clicked point
subtracted from their y coordinates. This means that a series of straight
lines can be defined by clicking on the IR plot and the straight lines
between these points will define the new zero baseline.

To be able to click sensibly on a plot, there must be at least one
curve in the plot so the first thing to do is process the data for a
specimen to put curves in the plot (without writing the derived
values to the damage database table).

To specify where to zero the spectra, click on the "Put Zeroing Xs for
Damage Plot into Table" button on the "Process Damage" page (with at
least one curve in the IR spectra plots).

elect Zeraing Sites and Damage-Estimation Sites on IR Plat

Put Zeroing Xz for Damage Plot intu:uhTabIe Put Damage = From Plat into Table
=
y

The table of sites at which to zero the damage plot is then shown and
the damage plot is displayed (see the next figure). Sites can be typed
into the table or put into the table by right-clicking on the damage plot.
Note that the site produced by clicking is entered into the table of zeroing
sites where the cursor is so, if the cursor is at the top of the table,
successive clicks will move down the table, replacing whatever is
already in the table. To avoid wiping out what is already in the table,
click on an empty line in the table. When the process is ended, the table
will be tidied up by the program.

Zeroing takes place only on the data after they have been read into the
program. The original data in the database table are left untouched.




=/ Assess specimen damage from database files

Specimen Status I L Tables after Query I Run Comments I Active DataBases | Specimen Graphs
Dift U & IR Correlations I SpecimeniCell DB Takles I Specimen Dosage | Mon-LY IR Spectra UY-IR Spectra |Dnsaga vs Damace I Process Damage |

o | o [l @] 0 lE[E [t [one

+Curves| Mame | Replot |

| Lamp and Fiter Graphs

IR Spectra (with U, non-UY NOT subtracted) for Specimen 102

cr-1

IR Absorbance

1000 by 2000
cm-1

+Curves | I

e |a ||| ¢ e [E [t [omw

Difference IR Spectrs, Photolytic Part - non-UY subtracted, for Sp

(=)
o
=

[
=]
(5]

o
=
2

IR Absorbance Differences

1000 2000 3000
cm-1

1839.65
258453

‘/ 358650

Click on Damag...

Zero Curves at:

4000
1840, -0.07319

4000

IR spectra for U degradstion of the most recent specimen - clicking on plot gives dosage vs IR

The process of adding zeroing sites to the table must be ended so that
mouse clicks can revert to their normal usage. The "Put Zeroing Xs for

Damage Plot into Table" button on the "Process Damage" page is down
during the zero site adding process. Re-clicking on this button ends the
process. The program will now use the list of sites to zero all damage
spectra before they are processed further. It is essential to know the

zero in spectra, or indeed in any curves, before the data are scaled or

used to estimate dosage and damage.

Click on Damag._. |

—=elect Zeroing Sites and Damage-Estimation e Cuives ekt

5

Stop Adding to Zeroing Sites Table cri-1
1839.65
—Operate on Damage Plats 9594 53
Eztimate zpecimen thicknesziablation in IR
636,50

™ If checked, click on IR will select neswy ¢
Standard Thickness of I—
Specimen in IR Units 1.000 I

¥ Subtract Mon LY Samples W Scal

Fit Curve to DamageDosage Plat, Estimate I

Calculate Fit, Get Guantum Yield From Cu

Initial Guantum Yield

P




= Azsess specimen damage from database files

Specimen Status I LM Tables after Query I Run Comments | Active DataBases | Specimen Graphs I Latmp snd Fiter Graphs I
‘ Diff L & IR Correlations I Specimen/Cell DB Tahles | Specimen Dosage I Mon-Uv IR Spectra UY-IR Spectra | Dosage vs Damage I Process Damage

SELECTING THE DAMAGE SITES IN THE DAMAGE SPECTRA

The spectral sites at which damage is to be assessed are selected in a
procedure similar to that used to selecting the zeroing sites. To specify
where to monitor the damage spectra, click on the "Put Damage Xs from
Plot into Table" button on the "Process Damage" page.

elect Feroing Sites and Damage-Estimation Sites on IR Plot

Put Zeroing X= for Damage Plat into Table Put Dsr:\mage ¥z From Plot into Takle

IR
Th

This brings up the Damage Site table. Right mouse clicks on the
damage plot (or, better, on the difference damage plot) will put the
abscissa values (wave number in the case of IR spectra) for these sites
into the table. The entries begin where the cursor is in the table, so
before clicking on the damage plots, put the cursor in an empty row of
the table.

|Q|G—>|$| I |Eli:_lEﬂ_|Curves+Curves|Name|Rep\at|
IR Spectra (with Uy, non-UY NOT subtracted) for Specimen 102
Click on Diff plot
Get Damage at:
@
2 cri-1
=l
= 1084.78
=l
3 ! 1629 !
= ' '
= | 1674.16 P |
1000 2000 4000
cm-1
el |G| ¢ |E | |eomes|am |
Difference IR Spectra, Photolytic Part - non-L% subtracted,
8 o04f
& 0
=
2
£ 002
=
@
2
= 0
=
@
=
= 0.02
=
1000 2000 3000 4000
cm-1 1678, -0.02307
Click onthis plot to put in demage table the x coordinates at which to calculate specimen damage

The process is ended by re-clicking on the "Put Damage Xs from Plot
into Table" button on the "Process Damage" page. This button is kept
down during the process to show that the process is underway. When
the table is hidden by the program, the entries in the table are tidied up
so that there are no empty rows. When a specimen is processed
automatically, damage will estimated at the sites in this table.




e e 000 e
Absarbance Range _ "
“ Click on Diff plot {

Get Damage at:

ion Sites on IR Plot - ﬂ E
ﬂ I Stop Adding to Damage Plot Table 102478
1629 |
1y
167416
IR &t I 2960.00 kb
s place to uze to estimate ablation u
¥ Scale to Std Specimen Thickness
zale AllR Spectra To Mon-LY IR Spectra

= Inttial @uantum Yield o

CUrve | Curve to use in Dosage vs Ch

Estitmate guantum yield [ = ;
between these fractianal

TIr

ABLATION

Some specimens suffer loss of material during the exposures. This
ablation must be corrected if effects in specimens of different
thicknesses, for example the controls and the exposed specimens, are
to be subtracted. The program provides a mechanism for correcting for
ablation by scaling the IR (damage) spectra so that the absorbance at a
user-specified wavelength has a pre-specified value. Alternatively, the
thickness of the specimen can be estimated by comparing its
absorbance at some wavelength with the absorbance at the same
wavelength of a specimen of known thickness. The wavelength in the
damage spectrum at which to estimate specimen thickness should not
be affected by photolytic or hydrolytic degradation — it will of course be
affected by the loss of material as the film ablates. It is specified in the
box next to the "Estimate specimen thickness/ablation at" label. This
box can conveniently be filled in by first checking the check box labeled
"If checked, click on IR will select new place to use to estimate ablation"
then clicking on the IR plot. Uncheck the check box before proceeding.

—Operate on Damage Plot

Estimste specimen thicknessfaklation in IR &t I 2960.00

[wf-.If checked, click on IR will 2elect newy place to use to estimste ablation

Standard Thickness of
Specimen in IR Urits 1.000 ¥ Scale to Std Specimen Thickness

IV Subtract Control Specimens ¥ Scale &ll IR Spectra To Cortral IR Spectra

[T Average all correlsted damage stes =e Correlstions grester than I nay




# Agszess specimen damage from database files M= B

Specimen Status I U Tables after Query I Run Comments | Active DataBazes | Specimen Graphs | Latnp and Fiter Graphs
Diff U & IR Correlations I Specimen/Cell DB Takles I Specimen Dosage I Control IR Spectra  UW-IR Spectra |Dosage ws Damage I Process Options

oo ||| ¢ |E[E [t |omw

+Curves| Mame | Regplat |

IR Spectra (with Y, control NOT subtracted) for Specimen 103 Scaled to abs = 1.000 st 2960.000

IR Absorbance

1000 2000 3000 4000
cm-1 2962, 09905

e |la || t]lEe |k [ o

Difference IR Spectra, Photolytic Part - Control subtracted, for Specimen 103 Scaled to contral T= 60.0 BH = 2007 Fitter = 300.00

+Curves| Mame | Replat |

o o
o 0
= B

==
o R
SI=]

IR Absorbance Differences
o

cm-1

IR spectra for LY degradstion of the most recent specimen - clicking on piot gives dosage vs IR

Information |

MHew ablation zite selected to be 2952 75
rememnber to uncheck the select new ablation site checkboy
an the last page

SPECIMEN THICKNESS

To estimate the damage a specimen has sustained, IR spectra from two
specimens must be compared and subtracted. Typically, the control
specimen has been kept in the dark and the "damaged" specimen has
been exposed to lamp radiation. These specimens were probably not of
exactly the same thickness at the beginning of the exposures and the
thickness of the exposed specimens may have changed as a result of
ablation during the exposure. Thus, the spectra will probably not have
equal intensity where they should have equal intensity. If the "Scale to
Std Specimen Thickness" check box (see above figure) is checked
(by clicking on it), the spectra are scaled (on the vertical axis) to a
standard value, specified in the "Standard Thickness of Specimen
in IR units" box, at the wavelength specified in the "Estimate
specimen thickness/ablation in IR at" box (see the figure above).




Subtractions of the spectra from one another will then be more realistic.
If on the other hand the ablation is of major interest, one would not want
to correct for ablation in this way because the effect of ablation would
then be removed from the data. The check box allows the program to
handle both cases.

SUBTRACTING THE CONTROL SPECIMENS

The effects in the control specimens are usually subtracted from the
exposed specimens - that is why there are controls. None the less, the
option is provided not to subtract the controls by unchecking the
"Subtract Control Specimens" check box (see the figure above).

SCALE ALL IR SPECTRA TO CONTROL SPECTRA

If the "Scale to Std Specimen Thickness" check box is not
checked, no scaling to the ablation site will be carried out and
ablation will be included in the results. Including ablation may
override any chemical changes; not including ablation will make the
chemical changes the only changes.

SMOOTHING THE SPECTRAL CURVES

If the "Smooth All Curves" check box is checked, the raw data spectra
will be smoothed immediately after they are added to the plots (the data
on the disk will remain untouched). Subsequent arithmetic operations
using these spectra will then use the smoothed values.

ABLATION, DOSAGE AND DAMAGE

The dosage of a specimen is calculated from the lamp and filter spectra
and from the UV spectra of the specimen. Because the beam traversing
the specimen is attenuated by the specimen, degradation is probably not
uniform across the specimen. Scaling the dosage as a function of
specimen thickness is not a simple matter. Therefore, if ablation has
taken place and but corrections for ablation are not to be made, the
damage spectra are first scaled so that they can be compared with and
corrected by reference to the control damage spectra, then, when
making the damage/dosage plot, are rescaled back to the values they
should have for a specimen of the thickness that produced the dosage.

SIGNAL VERSUS NOISE

The BFRL photoreactor and this system of programs are used to assess
the weathering resistance of specimens which are presumably very
resistant to the effects of weather. Therefore it may be that some
aspects of the test do not produce a non-zero result - in other words, the
signal is not above the noise. On the other hand, if the signal is not low,
the film is probably not worth testing because it is being changed
significantly by the exposure and is not very resistant to weathering.
Consequently, noise is a problem which must be watched carefully, the
experimental conditions must be well-controlled, and the exposures
must be long enough for the signal to be significantly above the noise.
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The first test in the fight against propagated noise obscuring the results
is in specifying the minimum amount of UV absorbance the specimen is
required to have in the region of the filter transmission. This is the
quantity specified in the box labeled "Minimum Significant UV
Absorbance in Filter Range".

The point is that the specimen UV absorbance must be very well-known
for the calculations to be meaningful because the specimen UV
absorbance enters the dosage calculations as the exponent of 10, i.e.,
as Ain 10™,

imitz Defining Mon-Zero Data

Minimum "Significant" LY I— Minimum IR l— Mare than this fraction of sign reversals l—
Abszorbance in Fiter Range o002 Ahsorbance Range 0.020 [+=) will mean & curve is just noise 033

The second test is that the IR absorbance where the damage is to be
monitored must change during the experiments by at least the number
of absorbance units specified in the box labeled "Minimum IR
Absorbance Range"

The third test is on the fraction of times a damage or dosage curve
changes direction when plotted against time of exposure. If the two lines
joining three adjacent points in the curve have slopes of different sign,
this is counted as a sign of noise. The test then examines all sets of
three adjacent points. The fraction of the cases where noise is signaled
is compared with the number given in the box labeled "More than this
fraction of reversals will mean a curve is just noise". A curve which first
grew and then declined would always have one such point, where it
changed from growing to declining, but many more than one would
signify that the curve changed directions many times and presumably
was very noisy. If a curve is found to be noisy and automatic processing
is underway, the data in that curve will not be processed further. If
manual operation is underway, warning messages will be shown.

% Assess specimen damage from database files =] %]
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Change plot titles and limits




For example, a specimen was processed manually, the dosage was
integrated, and the difference damage plot was right-clicked in two
places, shown by vertical lines in the next figure.

The right hand line in the bottom plot of the previous figure is on a site of

appreciable change in absorbance in the IR spectrum and the trend in
absorbance contains only a little noise, shown by the few changes in
sign of the slope in the top plot in the next figure.

® Assess specimen damage from database files (o] ]

Specimen Status I L Tables after Guery | Run Comments I Active DataBases I Specimen Graphs | Laimp and Fitter Graphs
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Plot of dosage of specimen vs change in IR spectra (varisbles related by time). Use to get guartum yields. Right click to put walues from each curve on ClipBoard

The result of clicking in the figure where the line on the left is (in the
second plot in the previous figure) is the dialog box warning

Information Ed |

@ Curve 1 in Specimen Damage Flot iz noize and zhould naot be uzed!l

because the damage/time plot, the top plot in the next figure, is too
noisy, i.e., the line contains too many reversals in sign of the slope.
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The slope noise criterion on the Process Options page was:

More than this fraction of sign
reversals [+/-] will mean a curve
i just noise

0.23

Correlations in the Damage Spectra

The damage spectra show the changes which occur as the specimens
are exposed to a laboratory environment. It may be that the related
chemical processes are not immediately obvious. Therefore an option
was provided to assess which in which regions in the damage spectra
changes are related to each other.

Chemical groups which appear in the specimen during degradation will
have increased IR absorbance. Chemical groups which disappear
during the degradation will have decreased IR absorbance. It would
simpifly the interpretation of the IR spectra if all changes arising from a
given process (i.e., the destruction of a chromophore) could easily be
identified and treated together. Secondly, it is futile to examine two
regions in the damage spectra which are well correlated because one is
then using the same information twice. Thirdly, changes in spectra are
best measured at absorbances of 0.4 to 0.7 or perhaps as high as 1.0,




so the intra-spectra correlations can be used to select a region with the
most-nearly satisfactory absorbance.

A system was therefore devised and implemented to assess correlations
among absorbances in the damage spectra. There are typically 10 to 20
spectra in a series of damage spectra. For every wavelength, there are
therefore 10 to 20 absorbance values which, if plotted with spectrum
number (1,2,3,4...) on the x axis and absorbance on the y axis,
constitute a curve. If the user selects a location in the damage spectra
(by clicking on the plot of the spectra), the correlations of that site with all
other sites (at all other wavelengths) in the IR spectra can be calculated
and plotted. This shows which regions of the spectra are correlated with
the degradation process at the clicked point, simplifies the interpretation
of the spectra, and allows the user to follow damage using the best site,
as discussed above.

orrelation in IR Spectra

[T I checked, click on IR plot gives correlstions in IR,
ctherwize click puts IR into damage plot

[T Datain Correlstion Plat Must Pass Moize Test

The first check box sets up the damage plot so that right clicks on it will
be interpreted as places for which to calculate the correlation to all other
parts of the spectrum. The various correlation curves are plotted in a
correlation plot. Uncheck the check box after the tests so that mouse
clicks can revert to their normal functions.

If the "Data in Correlation Plot Must Pass Noise Test" check box is
checked, the program first checks that the trend with spectrum number
(i.e., time) is not noisy according to the fraction of sign reversals
permitted for the slope of lines joining adjacent points. If the trend fails
the test, no correlation plot will be made. The severity of the test for
noise can be reduced by increasing the fraction of allowed reversals
(i.e., make the number in the box shown below closer to 1.0).

Mare than this fraction of sign
reverzals (+5-1 will mean a curve
iz just noise

0.a0

When the correlation plot is being made, trends in the spectra which do
not pass this same noise test will have their correlation with the trend at
the point clicked set to zero.

As an example of a correlation plot, a right click on the following
spectrum at 1674 cm™, the right-hand peak of the double-peaked
envelope near the middle of the plot,
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Places in the correlation plot where the vertical coordinate is at or near
+1 contain the same trend with time (i.e., with damage spectrum
number) as the absorbance at 1674 cm™, although the actual values of
the IR absorbances are almost certainly different. Places where the
vertical coordinate is at or near -1 have the opposite trend with time as
the series of IR absorbances at 1674 cm™ and may be from a group
which is consumed when the group absorbing at 1674 cm’ is produced.

orrelation in IR Spectra

[T i checked, click on IR plot gives correlstions in IR,
otherwize click putz IR into damage plot

[T Datain Correlstion Plot Must Pass Moise Test

Make sure the “If checked, click on IR plot gives correlations...” check
box is unchecked before proceeding.

Contents of the INI file

A typical INI file should contain entries like those in the following list. If
either the file ends before all the needed information has been read or
for some reason the wrong kind of information was found (for example a
number instead of a table name), the program will not process data until
the missing information has been supplied. The information can easily
be changed using the interface options described earlier in this guide.
The text inside the {} brackets is not present in an actual INI file but is
used here to document the lines in the file.




The INI file contains the setting of the various check boxes, the contents
of the text edit boxes which present choices to the user, and the names
of the files containing the database tables. A different INI file may be

IMI file Menu.... =

saved for each set of database tables using the
button.

09/26/1996 {beginning date to use in selecting spectra}

11:00AM {beginning time to use in selecting spectra}

09/27/1996 {ending date to use in selecting spectra}

12:00PM {ending time to use in selecting spectra}

Y {Y = Ignore beginning and ending times, do all of specimen spectra}

{N = Do not ignore beginning and ending times}

342 {low end of dosage integration range in nm}
558 {high end of dosage integration range in nm}
0.002 {minimum UV absorbance range for signal>noise}
0.020 { minimum IR (damage) absorbance range for signal>noise}
0.33 {fraction of sign reversals allowed for signal>noise }
200.00 {where to zero the lamp spectra}
450.00 {where to zero the specimen spectra }
2960.00 {site in IR spectrum to use to estimate or correction for ablation}
1.000 {scale to this standard IR absorbance for thickness}
0.100 {low fraction of dosage at which to get quantum yield at}
0.150 {high fraction of dosage at which to get quantum vyield at}
0.050 {low fraction of dosage range in fitting polynomial}
0.900 {high fraction of dosage range in fitting polynomial}
N {is New Ablation Site Check Box checked? (Yes or No)}
Y {is Scale To Std Thickness Check Box checked? (Yes or No)}
Y {is Subtract Non-UV Samples Box checked? (Yes or No)}
Y {is Scale To Non-UV Check Box checked? (Yes or No)}
1839.65 {first of spectral sites to zero damage spectra at}
2594.53 {second of spectral sites to zero damage spectra at}
3686.50 {third of spectral sites to zero damage spectra at}

{blank line to signify end of zero sites information - 50 sites
allowed}
1084.78 {first of spectral sites to assess damage at}
1629 {second of spectral sites to assess damage at}
1674.16 {third of spectral sites to assess damage at}




{blank line to signify end of spectral damage sites information -
50 sites allowed}

{the following lines are the file names of the various database tables. In the case
shown here, the names are self-descriptive.}

H:\BFRL Exposures - Halcyon\Test #3\Database Files\CellPositions.DBF
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\FilterSpectra.dbf
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\SpecimenID.dbf
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\SpecimensCells.dbf
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\LampsOnOff.dbf
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\LamplIntensity.dbf
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\SampleSpectra.dbf
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\Pos2Lamps.dbf

H:\ BFRL Exposures - Halcyon\Test #3\Database Files\LAMPPOWER.DBF
H:\ BFRL Exposures - Halcyon\Test #3\Database Files\IRSpectra.dbf

H:\ BFRL Exposures - Halcyon\Test #3\Database Files\Filter ID.dbf

H:\ BFRL Exposures - Halcyon\damage.dbf

{end of the INI file}




Choosing the Specimen and Time Options

These options are found on the specimen status page.

‘® Assess specimen damage from database files [_ (O] x]

Diff % & IR Correlations i SpecimeniCell DB Takles i Specimen Dosage I Cortral IR Spectra i U-R Spectra I Dosage vs Damage i Process Options i
Specimen Status ; U Tables after Guery ; Run Commerts ; Active DataBases i Specimen Graphs ; Lamp and Fitter Graphs

~Specimen Detail
hout s program ] | 14 4] » | »1|  Processtnis Specimen Manually i Statuz of caloulations...

Specimen Mumber 101
Specimen I Coating A, Acrylic Melamine
Specitnen zource  Dupont

~Time limits for calculation: [ Automatic processing
sy hhzimm (12h) | : ¥ Acd To Damage DB if Auto Mode [ Pause if Auto Mode
Calculate exposure from 309’25” 998 ;UQZAM ‘ ' Process automatically for next 11 :; specimens, 0= do &l
[1212n358 [o5: a0 o : : .
Calculate exposure to | | DoSpecimens Automatically i Stop Processing
¥ lgnore beginning and enng times, do all of specimen spectra :
I Print Out Plots
—Specimen Currert Concition
Cell =101 an 26/0851 996 Cel Tempersture = 40.0C Cell Humidity = 58 .0%RH
Fitter = 101 Cell Fiter ¥l = 290.00 Cell Fitter Half Wicth = 1.50
Number of cells for this specimen = 1 Cell posttion = 101 Control Specimen #= 111
—Lamps OnAOff DB Statu: —Lamp Spectra DB Statu:
Beforel ampsOnOfiLabel BeforelampSpectral abel
DuringlampsCniofflakel DuringlampSpectralakbel
AfterlampsOnOfflakbel AtfterLampSpectralabel
—Filter Spectra DB Statu: —~Specimen Spectra DB Statu:
Befarefitter Spectralabel BeforeSpecimenSpecttalabel
DuringFiterSpectralabel DurinySpecimenspectral abel
AfterFitterspectralabel AfterSpecimenSpectralabel

It thiz box is checked, the abave date and time limits are ignored and all recards are used

When all the required database tables have been read in, the specimen
to process may be selected by clicking on the navigator bar.

| <> |}

The specimen number, ID and source are updated with each click on the
navigator bar.

S | L LA

Apout this Prograim | | M| | | | 3 | Hl Pro

Specimen Mumber 101
Specimen D Coating A, Acrylic Melamine
Specimen source  Dupont

The exposure conditions of the cell in which the specimen was exposed
are also updated.

pecimen Current Condition:
Cell =101 an 9126/96 Cell Tempersture = 40.0C Cell Hurmidity = 58 0%RH

Fitters : 101 Cell Fitter WL = 290.00 Cell Fitter Half Yidth = 1.50
Mumber of cells for this specimen = 1 Cell position = 101 IR wyith no U Specimen# = 111




CHOOSING THE PROCESSING OPTIONS

The processing options are on the last page of the program - "Process

H "
Options
® Agzsess specimen damage from databasze files = x|
Specimen Status I LY Tables after Query I Run Comments | Active DataBases | Specimen Graphs | Lamp and Fiter Graphs I

Diff L & IR Correlations I SpecimeniCel DB Tables | Specimen Dosage | Cortral IR Spectra | LIv-R Spectra I Dosage vs Damage  Process Options

Limits Defining Mon-Zero Data

Minitnum "Significant” U Mimitmim IR More than this fraction of sign
Ahzarbance in Fiter Range I 0.025 Absotbance 0.025 reversals (+1-) wil mean & curve 020
Range is just noise
—Select Zeroing Sites and Damage-Estimation Stes on IR Plats————————— [~ £ero Spectra at these Site:
Zero lamp I 200.00 Zero specimen 460,00

Put Zeroing Xs for Damage Plot into Takle | Put Damage Xz From Plot into Table | spectra gt | spectra gt |
—Operate on Damage Plat; —Correlation in IR Spectra

Estimate specimen thicknessiablation in IR st 2860.00 B et et I et = e s v

otherwize click puts IR into damage plot
™ If checked, click on IR will select nesw place to use to estimate ablation

¥ Data in Correlation Plot Must Pass Moise Test
Standard Thickness of

Specimen in IR Units 1.000 W Scale to Std Specimen Thickness

—Set Control
Set control to
have fiter max of

¥ Subtract Cortrol Specimens  [F Scale A1l IR Spectra To Cortral IR Spectra 0.00

I swverage all correlated deamage sites Use Correlations greater than | 0.97 I eld Cortrol Profiles to Damage Database Table

—Fit Curve to DamageDosage Plot, Estimate Initial @uantum Yield

. Click on this button to
Calculste Fit, Get Quantum Yield Fram Curve Curve 1o use in Dosage v Change Plot ID -:] activate cliphoard
\nitial Cisntum Yisld ¥ Partition Dosage into Matrix and Degradstion Products

Estimate quantum yisld st this o000 Fit damage dosage | 0010

number of micramals of dosage between these
I™ Ehange fo Micromols of Fhotons ¥ Smoath 41l Curves frecticnalfints et 1.000

—Write Cut Date on Current Specimen

Showe Ablation Details |
Write to Damsge DB Damage vs Dosage Data written toText Fis |

The options which govern scaling of spectra and subtraction of controls
from specimens have been covered in the sections on Ablation, etc.

The red “Change to micomols of photons” checkbox allows the program
to try to convert the dosage from Joules into photons using the center
wavelength of the filter as a means of estimating the energy per photon.
In the following examples, the dosage was left in Joules.

AUTOMATIC PROCESSING

For automatic processing, the user must go to the “Specimen Details”
page and specify

—automatic processing
[¥ &dd To Damage DB if Auto Mode [ Pause if Auto Mode

Process automatically for next 11 :] specimens, O= do all

Do Specimens Automatically | Stop Proces=ing




1) how many specimens from the current specimen to process
(selecting zero processes all specimens from the current specimen
to the end of the table)

2) whether to add the results to a damage database table

3) whether to let the program calculate as quickly as possible or to make
it pause for a few seconds at each stage of the calculations so progress
can be monitored visually

4) the time period to be covered. Although beginning and ending times
and dates can be specified, it is almost always more convenient to check
the check box to make the program use all the relevant spectra in the
database. (12h) means give the times in AM/PM format.

—Time limit= for calculation

mimdcd ey hh:mm (12h)
Calculate exposure from IDQES"’I 358 IEIEI:.&M
|1 2M 241995 ||:|9:Aw|

Calculate exposure to

v Ignore beginning and ending times, do all of specimen spectra
W1 beginmi o di& i oo all of i ct
L]

Clicking on "Do Specimens Automatically” starts the process. The
process may be interrupted by clicking on the "Stop Processing" button.

Do Specimens Automatically Stop Processing

MANUAL PROCESSING

The various steps involved in manual processing will now be described
in some detail to explain the processes involved. The first step is to go
to the Specimen Status page and use the navigator bar to choose the
specimen to process. Then click on the "Process this Specimen
Manually" button.

Specimen Status | L% Takles after Query | Fun Comments Active DateBazes | 5

pecimen Detail

&bout this Program | Ml | | | 3 | )ll Process this Specimen Manually |

Specimen Mumber 105

Specimen O Coating A, Acrylic Melamine
Specimen =ource  Dupont

The program searches the database tables for records containing Lamp
On/Off times and Lamp, Filter and Specimen spectra. The numbers
found are shown in the lower half of the page. The spectra
corresponding to each Lamp Off period (when the spectra were




measured) are found, read in, plotted, and processed as necessary.
The status of the calculations is shown in the upper right hand corner of

the page.
* Assess specimen damage from database files (=[O %]
Diff L & IR Correlations I SpecimeniCell DB Tahles I Specimen Dosage I Control IR Spectra I U-IR Spectra I Dosage vs Damage I Frocess Options I
Specimen Status | U Tables after Guery | Run Commerts: I Active DetaBases I Specimen Graphs I Lamg and Filter Graphs:

—Specimen Detail

Ahout this Program | E[/ < i

Specinen Mumber 101
Specinen D Coating A, Acrylic Melamine
Specimen source  Dupont [

Processthis Specimen Manualky | F:DUn":‘ S?U;E%ﬂiggg;?; ﬁegc_i%egﬂlm

to 28/08/1356 ot 09:00:00 Ak

—Time limits for calculstion: | Automatic processing
mmiddiry htcmm (12h) | ¥ Add To Damage DB if Auto Mode [~ Pause if Auto Mode
Calculate exposure from IUE’-"25"1 945 09 A I Process automatically for nest i1 :I specimens, 0= do all
|1 21211996 = | ; . .
Calculate exposure fo | Do Specimens Automaticalky: | Stop Processing
I¥ | [anore beginning and ending times, do &l of epecimen spectta i
Searching Dhs... ™ Print Cut Plots
—Specimen Current Concition:
Cell =101 on 2609/ 996 Cell Tempetsture = 40.0C Cell Humidity = 58.0%RH
Fitter =101 Cell Fitter Wi = 290.00 Cell Fitter Half Wicth = 1.50
Mumber of cells for this specimen = 1 Cell postion =101 Cortrol Specimen #= 111
Lamps OniOff DB Statu: —Lamp Spectra DB Statu:
0 records before start time of  0.0000 O records before start time of  0.0000
16 records between time limits 15 records between time limits
0 records after end time of 83995 0000 O records after end time of 99993.0000
[ Fiter Spectra DB Statu [ Specimen Spectra 0B Statu
e RS e o (I 0 records before start time of — 0.0000
16 records between time imits 15 fesars e e it
DT E s e ErEHIB Er By 0 records after end time of 99998.0000

| Start the calculation of absorbed lamp povver (dosage) for the specimen currertly displayed on this page

Details of the Calculations

Radiation from the lamp is directed to the cell containing the specimen,
where it passes through a filter and is incident on the specimen. The
specimen absorption spectrum gives the fraction of the incident radiation
that emerges from the other side of the specimen.

The section "Estimation of dosage, damage, and quantum yield "
describes how the spectra from the lamp, filter and specimen are
combined to give the dosage, i.e., the amount of radiation which remains
in the specimen.

The lamp is one of the components of the experiment which change with
time. Below is a plot of lamp spectra taken over several weeks. One of
the assumptions in the experimental setup is that changes with time will
be monitored frequently enough that any change between monitorings
can be assumed to be linear. To monitor the lamp, filter and specimen,
the exposure must be stopped temporarily and UV and IR spectra must
be taken. The stoppages are recorded in the lamp on/off database table
as lamp on (true or false) and time/date. The times and dates in all
these database tables are stored in days and fractions of days
since 1900 and are precise to about 10 seconds. This method can
record elapsed time for approximately 2600 more years (999999/365 -
100 = space in DB/days per year - those years already gone) and is
expected to be sufficient for the life of the program.
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The program first checks whether it is to use only those spectra in a
given time span (given on the "Specimen Status" page) or all spectra.
Then it looks for the appropriate spectra in the appropriate database
table. While the program has to take the information in the tables as
"gospel", it performs several checks on the data. For example, the
dates/times of the spectra are adjusted to be the times of the lamp on/off
periods, as shown below.

< lamp on
¢ lamp off

Time Line in Tables o lamp Spectrum

A specimen spectrum

lamp on lamp on

time

In addition to recording the state of the components of the apparatus by
taking their spectra, damage in the specimens has to be monitored. For
these spectra to be taken, the exposure has to be stopped from time to
time. The above figure shows as an example that the exposure was
stopped twice but for some reason spectra are only available before and
after the two exposure time slices. (This is for purposes of
demonstration only. It is recommended that spectra be taken every time
the exposures are stopped. All adjustments are made to the data in
memory. The original database files remain untouched.)




o lamp on
¢ lamp off
= lamp spectrum

Interpolating Spectra s s

A specimen spectrum

interpolate to get values during time window

it t P,

=3 L4 = *

lamp on lamp on

time

First, there are no spectra between the two sets of lamp-on times.
Therefore, the spectra will be interpolated across the time interval to
assess the values they would have had if they had been taken at the
time in the middle of the figure.

= lamp on
@ lamp off

Real Times of Spectra g e

A specimen spectrum

=
™ lamp spectrum lamp spectrum
A . ) A
really begins here really ends here o
T~

< ° = o

lamp on lamp on
time

However, it is not quite that simple. There was no photolytic exposure of
the specimen while the lamp was off so the time to use for the lamp
spectrum is when the lamp was actually switched on and off, not the
times the spectra were measured.




o lamp on
@ lamp off

Real EXposure Time = lamp spectrum

@ filter spectrum
A specimen spectrum

interpolate to get values during time window
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lamp on lamp on
time

Now the dead time between exposures has to be eliminated.

< lamp on
. R @ lamp off
Real Starting Time - 1 gl specmn
A specimen spectrum

T time interval really -
LN begins here A
o
e < Y L 4
lamp on lamp on
T time interval time
begun here

As shown below, the starting time of the exposure can be specified at
any time before the exposures actually began, but it has to be adjusted
to the time the lamp was first switched on.




o lamp on
@ lamp off

Real Starting Time - 2 g ke specnm

@ filter spectrum
A specimen spectrum

time interval really -
begins here

3 < = L4

lamp on lamp on

T time interval  tlMe
begun here

Depending on where the user wants to begin the calculations, there are
other possibilities to consider. If the time the user specified was "inside"
an exposure interval, that time must be maintained.

In practice, the program finds two UV-visible spectra for the lamp, the
filter, and the specimen for each time slice when the lamp was on. One
spectrum reflects the state of the lamp, filter or specimen before the
lamp was switched on and the second spectrum reflects the state of the
item after the lamp was switched off. If a spectrum is missing, the
program uses spectra from earlier or later, as need be, taking into
account the increased time span. The progress of its search and the
results of its decisions are documented in the "Run Comments" page.
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Specimen Status i LY Tables after Query Run Commerits Active DataBases 1 Specimen Graphs i Lammp and Fiter Graphs
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Specimen number 101

Lammp number

Filter number 101

for exposures between 30124899 12:00:00 AMto 12M0/2173 12:00:00 Lk
Mumerical times are from  0.0000 to 99995 0000

Laimp number for cell postion 101 is 1

Latm on time for lamp number 1 = 353333750

Lamp weas intially off

Laimp number for cell postion 101 is 1

316 Lamp Intensty To Power Conversion Factors read from DB HACBT Exposures - HalcyonTest #2\Database Fles'LampPower oot

by

Mowy doing slice 1 from 230901996 &t 09:00:00 AM fo 2500901 998 &t 01:00:02 PM
humerical times are from 353333750 to 35333.5417

Latmp "earlier” spectrum not "agecd”
i =., spectrum was found in precesding lamp offion time interval,

Latmp “later” spectrum not "aged”,
i =., spectrum was found in folloving lamgp offion tims interval,

Fitter "eatlier” spectrum not "aoec”
i =., spectrum was found in precesding lamp offion time interval,

Fitter “later” spectrum not "aged",
i =., spectrum was found in folloving lamgp offion tims interval,

Specimen "garier” spectrum not "aged”
i =., spectrum was found in precesding lamp offion time interval,

he results of the spectral searches in text form so thet the dosage calculstions can be checked

The relevant information in the database tables is shown on the "UV
Tables after Query" page and the "Specimen/Cell DB Tables" page.
These pages can be consulted if the calculations seem to have gone
awry. In that case, the first thing to check is whether something is wrong
in the database tables. The database tables contain a large amount of
information. It is unlikely that all this information has been gathered and
entered into the database tables without some mistakes being made.
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e
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|Shows IR spectral DB limted to spectra for most recently examined specimen

From each pair of lamp spectra the program must estimate the
irradiance, I0 , in watts incident on the filter which is on top of the cell.

The filter spectra contain the transmittance of the filter. These two
spectra must be multiplied together to estimate the radiation flux
transmitted through the filter (see the section on Estimation of Dosage,
Damage, and Quantum Yield.). However, for each wavenumber point in
the spectra, we have a reading from before the period began and a
reading from after the period was over. Thus, for each wavenumber in
the spectra, we have to multiply two sloping lines, one between the
before and after readings for the lamp, and one for the before and after
readings for the filter. Experimentation with a spreadsheet was used to
generate the table below, which compares the differences obtained for
multiplying together two sloping lines (e.g., changing lamp intensity and
changing filter transmission) with the beginning and ending values
("initial" and "final" columns in the table below) given in the first four
columns of the table. The difference columns were obtained using the
average values of the lines, using 3 interpolation sites along the lines
and using 5 interpolation sites along the lines, assuming that using 10
interpolation sites along the lines gives a good estimate of the desired
product. The reason the averaging is a little different when the averages
are used is that interpolation involves calculating Zajb; whereas the
averaging method calculates XaZbj/n, which incorrectly includes the
cross-terms ajb;.




initial 1

10

10

final 1

11

11

initial 2 final 2 %difference %difference %difference

(average) (3 terms) (5 terms)
1 2 0.5 -5 -7
0 2 22 -17 -30
2 1 -5 1 3
2 0 -67 16 44
10 11 -0.5 -0.6 -0.6
10 11 -0.1 0.02 0.06

Large differences between the methods of multiplying together the two
sloping lines are obtained when the spread between beginning and
ending values is large compared with the minimum value in the range
(i.e., when the difference is 100% of the spread). The averaging
procedure will work well for those cases with small spreads and
minimum values much removed from zero. Values near zero will
probably have little influence on the total dosage. If experience shows
this to be a weak point in the calculations, the matter will be revisited.
Otherwise, it is important to use algorithms which make the computer
programs as efficient as possible.

The filter spectra are similarly averaged to give the % transmission, f.
The transmitted radiation is then

le = fIO/100

The specimen UV absorbance spectra are also averaged. The
absorbance is defined as A in the equation

transmitted radiation |, = If10'A.

The radiation absorbed by the specimen on the average per unit time is
given by
I

| 1-10%) =f 15/100 (1-10™).

foli=le(

The dosage of the specimen during the time slice is f I0/100 (1-1O'A)At,

where At is the duration of the time slice in seconds. All these quantities
are now known. The dosage after each time slice is the sum of all
dosages up to that point. In the database tables used up to now, I0 has

been in mJ/m? and At has been in kiloseconds, which gives the dosage
in Joules/m?.

The following figures show the lamp and filter spectra as found by the
program in the database tables. It is clear that




1) the lamp changed somewhat during the exposure and that neglecting
these changes is not good experimental practice, and

2) the filter was a narrow band-pass filter centered at about 300 nm.
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The plots have a series of buttons over the top of each plot. The uses of
these buttons will be described in detail later, but for now it will suffice to
point out that the plots can be zoomed. The zoomed versions of the
lamp and filter spectra are shown below. The variation in the lamp
intensity in this particular exposure (where the filter has its band pass)
covers a range of about 100% of the smallest value. The filter was very
stable. Note that the useful part of the lamp radiation was in the tail of
the lamp spectrum and was very weak. Almost all of the lamp output
was not used in this particular exposure, but other simultaneous
exposures used other filters with band-passes in the other regions of the
lamp output. Note also that the energy of radiation varies inversely with
wavelength and the most destructive region for polymeric materials is
typically in the range below 350 nm (for radiation to do damage, the
polymer must have a chromophore which absorbs in that region).
Sunlight begins at about 290 to 295 nm. The lamp spectra have been
transformed into mW/m? using the values in the Lamp Power table.
Representing elapsed time in kiloseconds gives dosage in Jim2.
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Note also that the filter did not pass more than 20% of the incident
radiation and that only over a very narrow wavelength range. The profile
of the filter band pass was measured fairly well but any changes in
spectral resolution should move in the direction of finer steps in
wavelength, not coarser steps. Not much radiation was produced by the
lamp in this range and not much of the radiation passed through the filter
- if not much degradation is seen in the specimen although the specimen
UV absorbance is appreciable, this could be the reason. Such
conclusions are clear and easily made when the data are conveniently
and rapidly sorted, extracted and displayed by the computer. This
allows the user to make very rapid progress in assessing the
reasonableness of the results (it is always a good idea to check if the
results make sense). In fact, it is highly probable that not much damage
occurred unless the material was very sensitive to the radiation or it was
exposed for a very long time.

Most of the lamp spectra are close in absorbance to their neighbors.
There are two jumps but they are from the equivalent of 1 to 2 and even
they are probably fairly well estimated by the averaging method.
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The specimen UV absorbance spectra are plotted on the "Specimen
Graphs" page. The top plot is the series of specimen UV absorbances.
Clearly, there was some change in the specimen, presumably as a result
of damage. The bottom plot shows the dosage of the specimen - the
amount of radiation remaining in the specimen.

Zooming these two plot gives the following display. The changes in the
spectra seem to be regular and again the averaging method probably
works well. (The colors of the curves repeat every 8 curves. The first 3
- which are easily described - are red, blue and green.)
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The dosage is in units of mW/m? * kiloseconds, which is J/m>.

We now turn to the damage spectra. There, it is necessary to be able to
find automatically which specimen is the control so that the changes in
the control specimen can be subtracted from the changes in the
exposed specimen. Typically, the control specimen is the non-UV
specimen exposed to the same temperature and humidity as the
specimen which received the UV exposure, but it can be selected by the
user to be any of the specimens exposed at that temperature and
humidity. The numbering system we use fits this requirement very well.
The program expects that specimens exposed to a particular
temperature and humidity have the same "hundreds" in their
specimen number. The units (up to 10) specify the filter and 11
means no UV exposure. Thus, if the program is processing
specimen 501, it merely has to find data for specimen 511 to know
what happens in the absence of UV.

The first set of plots below show the damage spectra for the non-UV
specimen. In this investigation, these are IR spectra. The top plot
shows the spectra as read from the database, except that they may
have been zeroed and scaled to correct for ablation if those
options were specified on the "Process Damage™ page. The bottom
plot shows the difference spectra from the first spectrum, which was
taken before the exposures were begun. Changes to the specimen
during the exposure (even to no UV) are very evident in the difference
plot. These are the “dark” reactions. Absorptions which grow with time
denote chemical groups which are being produced; those which
decrease with exposure are from chemical groups which are being
consumed. The user can see how the various absorptions are related to
one another by calculating the correlations - merely by setting the check
box on the "Process Damage" page so that mouse clicks will be
interpreted as denoting places for which to calculate the correlation with
all other parts of the damage spectra and then clicking on one of the
plots (presumably the difference plots will be more sensitive to changes
occurring during the exposures). The resultant estimates oflintra-

. ! Diff U & IR Correlstions
spectral correlations are plotted on the ¢ 1

page.

The damage spectra were zeroed where the short dotted vertical lines
are shown in the top plots.
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The corresponding damage plots for the UV-exposed specimen are
shown in the next figure. The top plot contains the original
spectra, except that they may have been corrected for zero,
specimen thickness and ablation if those options were specified on
the "Process Damage" page. The bottom plot contains "double"
difference spectra. First, the difference from the first UV-exposed
specimen spectrum has been calculated. This spectrum is taken
before the specimen is exposed at all so the changes from it are
those occurring during UV exposure. Then, if the option was
specified on the "Process Damage" page, the control (usually the
non-UV) spectra were subtracted. This removes the effect of the
dark reactions. Although the spectra from a particular specimen
are (in the current way of doing the experiments) from the same
film spin cast on a large calcium fluoride plate, the parts of the film
from which the spectra were taken may have slightly difference
thicknesses. If the appropriate option was checked on the
"Process Damage" page, the spectra will be scaled to constant
specimen thickness before they are subtracted. This will also
remove any effect of ablation.

By comparing the difference IR spectra from specimens not exposed to
UV, where the maximum absorbance in the region 1600 to 1700 cm™ is
about 0.4, with the UV-exposed, dark-reaction-subtracted spectra, where
the maximum absorbance in the same region is about 0.08, we see that
the photolytic component of damage seems to be about 0.08/0.4 = 20%
of the dark reaction (hydrolysis) for this material under these conditions.
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It may be necessary to measure or allow for ablation. After the program
has read in the damage spectra, it calculates the apparent ablation for
both the dark reaction, called control in the following figure, and for the
UV degradation. The absorbance at the ablation site (specified on
the "Process Damage" page) is used to estimate the sample
thickness and hence the ablation.

perate on Damage Plot

Eztimate specimen thickneszrablation in IR &t I 2960.00

[T If checked, click on IR will select nesw place to use to estimate ablstion

In the example below, there seems to have been an error of about 1% in
the IR spectra, judging from the apparent ablation in the dark. Maybe
some ablation in the UV exposed specimen occurred although the effect
was not very marked and was not much bigger than the apparent error.
The ablation window pops up each time a set of IR spectra are read in
and may be removed by clicking on the close box (the x in the upper
right hand corner) or simply ignored by clicking on some part of the main
program window, in which case the ablation window disappears behind
the main program window. The ablation window may be made visible

Showy Ahlstion Details
again by clicking on the button on the last page

of the program.
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From the IR Spectra From Photalysiz
% Control Ablation L Draps of LY Actual Exposure
Dayz af Cantral Ablation  Exposure Days
0.0000 1.000 1.000 0.0000 0.0000 ii
"""" 01E67 | 1.012 1.012 01667 | 0.8264
1.0000 1.006 1.005 1.0000 1.6RE2
20000 0935 049392 2.0000 25064
20000 0935 09491 2.0000 33714
4.0000 04939 04952 40000 42325
50000 0995 0.9s8 5.0000 h.59339
F.ooon 04934 0924 7.0000 Fllalaala]
100625 | 04932 04972 10.0625 aE38a
14.0000 | 0991 0981 14.0000 9 4465

The change in specimen UV absorbance with increasing exposure (see
the top plot in the next figure) is provided automatically by the program
as part of the philosophy that the information is extremely important in
estimating the dosage because it enters the equation as an exponent of
10. Further, its trend with exposure may be helpful in providing
understanding of the UV degradation process. For example, probably
not all the apparent dosage is effective dosage because some is
harmlessly absorbed by degradation products.

In the UV degradation of this specimen, some UV absorption was lost at
about 200-240 nm (perhaps ester groups, carbonyl groups, etc.) and a
significant amount of new absorbance was generated in the region of
about 240-320 nm.
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Correlations of other places in the IR spctrum with the place clicked

The lower plot in the above figure is the correlation of about 1640 cm™in
the damage IR spectrum with the rest of the spectrum. The place
clicked is not mentioned in the caption because it is possible to click
several times, each time putting a new curve in the plot. A value of +1
means that that region of the IR spectrum is well-correlated with the
place clicked and may well be another absorption from the same
chemical group. A correlation of -1 means very good correlation but with
an opposite trend with exposure. This may mean that the group was
consumed to produce the group that appeared, although of course that
is not necessarily so.

At this point, the program has finished the sequence started by
clicking on the button "Process Specimens Manually".

Further operations require directions from the user. The user can now
do what the automatic processing would do. The first thing is to
integrate the dosage curve. The wavelength limits over which to
integrate may be specified on the "Specimen Dosage" page (see the
next figure). When processing automatically, the program estimates
these limits from the filter maximum and half width information in the
Filter IDs database table.
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After the filter width limits have been chosen, clicking on the "Integrate
Dosage" button puts a new curve in the dosage/time plot. If more than
one curve is in the plot, the curve to use to estimate dosage as a
function of time can be set using the spin button "Fit Curve Number" in
the top right hand corner of the page. The dosage/time curve must be
filled in before damage sites can be selected in the damage plots.

Returning to the damage plots, we probably want to click on the plot of
difference IR spectra from specimens exposed to UV-visible radiation at
the bottom of the "UV-IR Spectra" page (see next figure).
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!leference IR spectra (first spectrum subtracted) for UY degradation of the most recent specimen - clicking on plot gives dosage ve Diff IR

If the mouse is right-clicked on the difference UV-exposed specimens

plot (or the top IR plot), the IR absorbances at the point clicked in each
of the spectra are plotted as a function of time (the time at which each

spectrum was taken) in the top plot on the "Dosage Vs Damage" page
(see the next figure).
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The program now has dosage vs. time and damage vs. time, so it can
easily calculate damage vs. dosage, using the time axis as a common




axis. This plot is at the bottom of the "Dosage vs. Damage" page and is
the plot which allows the estimation of the quantum yield.

The shape of the damage/dosage curve is not known a priori so the
program tries to fit a 4 degree polynomial to it. The result is shown as a
blue curve in the lower plot in the above figure. The polynomial is
actually plotted using the next available curve color in the plot, so the
colors of the damage/dosage curve and the fitted curve will depend on
how many curves are already in the plot. The various curves can be
identified by first clicking on the "Names" button over the plot so the
button is down, then right clicking near the curve of interest, when the
program will give the name of the curve nearest the point clicked in a
message box.

It is now necessary to calculate the slope of the damage/dosage curve -
the quantum yield - using the controls pictured below. As always, having
the signal much greater than the noise simplifies the procedure.
However, the fit will not make sense if the curve is merely noise, or even
if the curve is mostly noise. Various parameters have been provided on
the "Process Damage" page to allow the user to limit the polynomial
fitting and quantum yield estimation to regions of the damage/dosage
curve where the signal is non-noisy.

it Curve to Damage/Dosage Plot, Estimate Initial Quantum Yield

a . - & i Click onthis button to

Calculate Fit, Get Quantum Yield From Curve urve to uze in bosage vs Change I1 vl activate cliphoard

Quentum Yield as estimsted st 0.100 of curveis 1.22E-004 ¥ Paviition Dosage into Matrix and Dearadstion Procucts I—

+1- 3 45E-006 Estimate cuantum vield st this Fit damage dosage 0.020
0.100 between these

number of micromols of dosage
[ Change to Micromals of Photons ¥ Smoath &Il Curves i e (i I 0.950

The "early" spectra are often closely spaced in time, when any
differences between spectra are small. In some cases, the beginning of
the damage/dosage plot is obviously not trustworthy — the signal is small
and is not able to dominate the noise. Sometimes the later spectra
seem to include some larger than expected deviations. For these
reasons, it is possible to limit the region of the damage/dosage plot to
which the polynomial will be fitted using fractional limits in the dosage
axis (horizontal axis) of the plot.

Fit damade dosage I n.ozo
betvween theze

fractional limits in plot 0980

The slope of the damage/dosage curve often falls off with increasing
dosage and where to estimate a particular quantum vyield is left to the
user. Itis presumably most consistent to estimate the quantum fairly
early in the degradation process, before complications arise.

Eztimate quantum yield &t thiz 0100
numkbet of micromals of dozage ’




To calculate a quantum yield manually, choose the curve in the
Damage/dosage plot to which the polynomial is to be fitted - the spin
button is set to curve 1 in the example below. The other choices, such
as fractional limits of the dosage axis over which to fit the polynomial
must also be chosen. Typically, these are left "as is" for a series of
calculations. Then click on the "Calculate Fit, Get Quantum Yield From
Curve" button, shown below.

it Curve to DamageDosage Plot, Estimste Initisl Quantum Yield

; " c 1 b ch Plot Click on this button to
Calculate Fit, Get @uantum Yield From Curve UrveE 1o uze In Dosage vs Lhange H activate cliphoard
G e e e et QTN o e ] 22aany L P B i i s Deg e el
+i- 3 45E-006 Estimate guantum yield at this o100 Fit camage dosage I n.0z0
numker of micromels of dosage : ?e*;"_eenltlhefe_ ot
I change to Micromols of Photons ¥ Smooth All Curves rRCHana] imits in B I 0.980

When the polynomial has been fitted (see the Damage versus Dosage
plot in an earlier figure), essentially the entire variation of quantum yield
with increasing dosage is encapsulated in the polynomial. The "initial
quantum yield" calculated in this way and given after the calculation on
the "Process Damage" page is an indication of the degradation per unit
dose.

The next figure is from a different case than the Damage versus Dosage
curve above. In particular, the quantum yield is negative because the
chemical group is disappearing with increased dosage, whereas in the
earlier example it was appearing with dosage. Quantum vyields are,
according to the strict definition of quantum yield, always positive
because they are probabilities, but the negative sign has been kept here
to show the group is disappearing. The standard deviation
accompanying the quantum yield is that propagated from the errors
obtaining in the least squares estimation of the coefficients of the
polynomial.

Calculate Fit, Get Guantum Yield From Curve Curve to uze in Dosage v= Change Plot |1 :}

Quantum Yield as estimated st 0100 of curve is I_ T SRS T WS S LR

-4 92E-006 +/- 1 59E-006 Estimate quantum yield at 0100
this fraction of dozage :

Propagation of errors will be needed when specimen lifetimes are being
predicted. The random errors in the damage/dosage relationship are
propagated via the standard errors in the polynomial coefficients.
Calculating these standard errors requires that determinants be
evaluated. Various tests in the program ensure the program will survive
while blindly trying to fit a polynomial to an unknown set of data.
Attempts are made to keep only those coefficients which are above the
noise. If any of these tests indicates that the fit is nonsense, the
coefficients will be set to zero and a horizontal fitted line at zero on the
vertical axis will ensue.




Adding Results to a Damage Database Table

If results are being processed automatically, they are added to the
damage database table specified on the "Active Databases" page of the

Automatic processing

program if the [ Aeld To Damage DB if St Made ohock hox on the first
page of the program (Specimen Status) is checked.

If no damage table is currently assigned to the program, and the data in
the spectra pass the various tests for low noise etc. on the Process
Options page, a damage table must be assigned. The following dialog
appears:

Select Damage DB
Loak in: ; 9 D atabase Files “:j g;l
| Mame | Size I Type I M odified I
ﬁell 1D dbf 4KB  DEF File 1043797 912 AM
@ CellPositions.dbf 13kE  DEF File 1241597 8:20 &M
@ Copy of SampleSpectra.dbf 84KB  DEF File 3798 453 PM
@ Filter 1D.dbf 40KE  DEF File 279498 6:35 PM
@ FilterS pectra.dbf 85kE  DEF File 1043797 943 AM
@ IR Spectra.dbf 84kE  DEF File 10/6/97 9:35 AM
@ Lamp |D.dbf 1KB  DEF File £/18/97 209 PM
@ Lamplntenzity. dbf 95KE  DEF Filz 7430797 202 PM
@LAMPPDW’EFR@BF 29kE  DEF Filz 179498 11:00 AM
@ Lamnps0n0f. dbf 3kKB DEF File 8/21/97 10:04 AM
@ POS2LAMPS.DBF 4KB  DEF File 10/3/97 944 AM
@ SampleSpectra. dbf 84KB  DEF File 3/17/98 753 PM
@ Specimen| D, dbf BOKE  DEF File 2/11/98 4:44 PM
@ SpecimensCells. dbf 4KB  DEF File 12112497 12:44 PM
@ Supplier.dbf 8KEB DEF File 4/22/97 756 AM
File name: Open I
Filez af type: IDamage DE [*.dbf) ﬂ Cancel |

Type the file name for the damage table in the File Name box at the
bottom of the File Open dialog and click on the Open button, or click on
Cancel to stop the process.

File name: II::Ien‘u:n[flem‘nangueﬂr dbf Open I
Files af type: IDamage DE [*.dbf] _'E@ Cancel |

The program will try to locate and assign the damage table. If it can not
find the file, it will create a damage table.




Information

@ FouPro DB HACBT Expozures - Haloyon' T est #3450 atabase Files\D emol amage. dbf created successfully

If the damage table has been assigned (for an existing file) or created
successfully, damage results will be added to it as they are calculated.

If processing is manual, the results can be added to the damage table
ite Out Data on Current Specimen

Wiite to Damage DB

using the
button on the Process Option page.
Writing Damage/Dosage Curves to Text Files

o Damage v= Dosage Data written toText File
Clicking the button

asks for a file name to use when writing the damage/dosage information
to disk. Each curve in the plot is treated in turn. Each would have to
have a different file name.

Plot Control Buttons

The 13 Plot Buttons

+Curves| Marme | Replot | Clear |

oo |G| ¢]E[E [ o

13 buttons over the plot frame provide an easy-to-use means of
manually manipulating the plot. Each will now be demonstrated. The
example is from chromatography, but the functions of the buttons are
not dependent on the type of curve in the plot. Not all buttons are shown
over each plot - it depends whether the user should be able to clear the
plot or not and whether he should be able to manipulate the data in the
curves. In the case of the various spectra, for example, the program
requires the spectra to be available in the plot so no provision is made
for the user to be able the clear the plot.
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The first button is the zoom button. After the zoom button has been
selected and is depressed, a rectangle can be drawn on the plot by
dragging the mouse over the plot with the left mouse button down.

When the mouse button is released, the contents of the rectangle will fill
the screen, as shown in the next two figures.
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The zoom is removed by clicking on the second button, indicated in the
figure below:
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Remove zoom from plat
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When the plot has been zoomed, the plot contents can be dragged
around by first clicking on the third plot button, as indicated below, then
dragging the plot contents with the left mouse button depressed. In this
way, new areas can be scrolled into the visible area from out of the




picture, as shown in the next two figures. The numbers on the horizontal
axis show that the curve has been dragged from left to right.
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Z= Browse...

When the plot is not zoomed, everything in the plot is already visible on
the screen, so no dragging is possible.

The plot contents can be stretched or compressed using the fourth
button. First click on the fourth button with the left mouse button, then
drag the plot contents with the left mouse button held down. Going
horizontally left expands the plot horizontally, going horizontally right
compresses it horizontally. Going up vertically expands the plot
vertically, going down vertically compresses the plot vertically. Going
diagonally produces mixtures of these modes.
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The fifth plot button leaves the plot as is in the horizontal direction but
makes the y data of the plot fit in the visible window, as shown below.
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Two buttons draw grids on the plot. Clicking on the sixth plot button so it
is depressed draws a coarse grid, and clicking on the seventh plot
button draws a fine grid, as shown in the next two figures. The grids are

removed by clicking on the depressed buttons so they move into the up
position.
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The plot title and visible limits may be changed by clicking on the eighth
plot button, as shown below in the next four figures.
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The original title was:

Change Plot Titles and Limits

Top title IMEIDEHB on May 10 1997 & 00 pm beta can

¥ title ITime

¥ title |5i9”a'

Minimurm ID.D1E Minimum ¥ |-2.700
Maximurm = I44.998 Maximum ¥ (281.100

X Cancel |

i

The new title will be:

Change Plot Titles and Limits

Tap title IThe title has been changed

¥ title ITime in minutes

¥ title IDbu:tec:mH

finirmurm X IEI.EI1E Minimum ¥ |-2.700
Maximum X |44.995 Maximum Y |581.1DD

o  OK I XCancell

I

Clicking on the OK button in the dialog applies the changes. Clicking on
the Cancel button abandons the changes.
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The uses of the remaining buttons will be shown after the example of
correcting for baseline.

Correcting for Baseline, an Example

The ninth plot button brings up many features, as shown in the next two
figures.
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The default options in the dialog are shown in the next screen. Choices
such as "None of the above" allow the operator to cancel a choice which
would make a change to the plot.

Operate on Curves

Change Baszelines by Defining Where Zero Iz
i~ Take zero from selected point on curve
i~ Change lowest ¥ value to zero
i+ Zerosz are DK

~Define Line Segments

i~ Draw vertical lines on plot

i~ Draw segments between veitical lines
' Remove vertical lines

i~ Aemove line segments

7* MNone of the above

—Set Bazelines after Drawing Yertical Lines
" Baseline defined between vertical lines
i~ Set all curve baselines to "Done"

i+ Bazelines are OK

—Change Scales
i Hormalize curyes bo maximum height of 1
{* Scale curves where clicked

i) Sicale curves by multiplication factor,
i+ Scales are OK

Make Curves Yisible or Invisible
= All Curves Visible

i~ Choose Visible Curves

i+ Leave As Is

[~ OffSet Curves

V’ 0K x Cancel




For example, if one wanted to remove the sloping baseline from the
displayed plot, the way to do that would be to define some vertical lines,
the intersection of which with the curve would define the new zeros on
the curve, draw in some connecting lines along the curve to see how
things looked, then judge by eye when the process was satisfactory and
apply the changes. A typical baseline removal sequence will now be
demonstrated.

First, we tell the plot we are going to draw vertical lines by selecting that
choice, as seen in the dialog where the cursor arrow is.

Operate on Curves

rChange Bazelines by Defining Where Zero 15—
= Take zero from selected point on curve

= Change lowest Y value to zero

* Zeros are DK

~Define Line Segments

¥ Draw wertical lines on plot

 Draw L§:‘=-.|_:|ment$ between vertical lines
' Remove vertical lines

i~ Remove line segments

" None of the above

—Set Baselines after Drawing Yertical Lines
" Baseline defined between vertical lines
= Set all curve baselines to "Done™
{+ Baselines are OK

~Change Scales
) Normalize curves bo)maximum height of 1
= Scale curves where clicked
) Seale curves by multiplication factor
* Scales are OK

~Make Curves Yigible or Invisible
= All Curves Visible
" Choose Visible Curves
{+ Leave As Is

[~ OfSet Curves

« DK I X Eancell

After we have clicked on OK to activate the process, each right click with
the mouse draws a vertical line where the mouse cursor is, as shown in
the following figure.
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After some lines have been drawn (presumably at least two), segments
between vertical lines should be drawn to see how well the segments
follow the curve and hence to see if enough vertical lines have been
drawn to allow a reasonable subtraction of the slope in the curve. Select
the "Draw segments between vertical lines" option in the dialog box.

Dperate on Curves

—Change Baselines by Defining Where Zero ls—
" Take zero from selected point on curve
" Change lowest ¥ value to zero
* Zeros are OK

~Define Line Seg

¢ Draw vertical lines on plot
" Draw segment{-between vertical lines
~ Hemove vertical lines

" Remove line s€ For each curve, diaw line seaments
* MHone of the above

—Set Baselines after Drawing Yertical Lines
" Baseline defined between vertical lines
= Set all curve baselines to "Done”

(+ Baselines are DK

—Change Scales
! Normalize curves bo)maximum height of 1
£ Scale curves where clicked

€] Secale curyes by multiplication factor

* Scales are OK

~Make Curves Visible or Invizible
= All Curves Visible

" Choose ¥isible Curves

¥ Leave As ls

[~ OffSet Curves

x Cancel




Clicking on OK activates the process, clicking on Cancel abandons it.
Since we clicked on OK, we get the plot shown below. The segments do
not match the curve well enough between say 10 and 30 minutes, and

more vertical lines will have to be drawn. Up to 100 vertical lines can be
active simultaneously.
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We bring up the dialog again by clicking on the ninth plot button and
select "Draw vertical lines on plot".




Operate on Curves

Change Baszelines by Defining Where Zero Iz
i~ Take zero from selected point on curve
i~ Change lowest ¥ value to zero
i+ Zerosz are DK

~Define Line Segments

ol E&aw vertical lines on plot
i [haw segments between veitical lines

i

. IWHHE thiz iz selected, clicks on plat draw vertical line:
i s

7" None of the above

Set Bazelines after Drawing Yertical Lines
"~ Baseline defined between vertical lines
i~ Set all curve baselines to "Done"
i+ Bazelines are OK

rChange Scales
i Hormalizel curves to maximum height of 1
{* Scale curves where clicked
i) Sicale curves by multiplication factor,
i+ Scales are OK

Make Curves Yisible or Invisible
= All Curves Visible
i~ Choose Visible Curves
i+ Leave As ls

[~ OffSet Curves

« DK I x Cancel

After clicking on OK, we get the plot back and draw more vertical lines
where we want to force the segments to match the curve more closely.
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We have not redrawn the segments yet, so they still do not look
satisfactory. We bring up the dialog, select "Draw segments between
vertical lines", click on OK, and obtain the following result. This is much
better between 10 and 30 minutes that the previous attempt, but is still
not "right" beyond 30 minutes.

‘Z=Browse... AmeriChrom Global Technologies (800) 421-5254

File Flot Peaks History Chromatography  About
istories I Peak Info I

|Q|G’|D%|I|E||:_|Eﬂ_|Curues

The title has been changed

+Curues| Hame I Replotl

400

Dectector 1

200

0 10 20 30 40
Time in minutes §.389,154 5




The solution is to draw another vertical line near 40 minutes and draw
the segments again to see how things now look. The result is shown
below.
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This is now satisfactory and we can subtract the line segments from the
original curve to remove the effect of the slope. We bring up the dialog,
select "Baseline defined between vertical lines", click on OK, and have
the result:




Operate on Curves

Change Baszelines by Defining Where Zero Iz
i~ Take zero from selected point on curve
i~ Change lowest ¥ value to zero
i+ Zerosz are DK

~Define Line Segments

i~ Draw vertical lines on plot

i~ Draw segments between veitical lines
' Remove vertical lines

i~ Aemove line segments

7* MNone of the above

—Set Bazelines after Drawing Yertical Lines
. iBazeline defined between vertical lines:
Set all curve baselines to "Done™

,,fturrect for a zloping bazeline by forzing the bazeline thic

—Change Scales
i Hormalize curyes bo maximum height of 1
{*] Scale curves where clicked

i) Sicale curves by multiplication factor,
i+ Scales are OK

—Make Curves Yisible or Invisible
i~ All Curves Visible
i~ Choose Visible Curves
i+ Leave As ls

[~ OffSet Curves

« DK I x Cancel
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This is just what we need. The vertical lines are now superfluous and
can be removed from the dialog, viz.:

Dperate on Curves

Change Baszelines by Defining Where Zero |z
i~ Take zero from selected point on curve
i~ Change lowest ¥ value to zero
v Zeroz are 0K

—Define Line Segments

i~ Draw vertical lines on plot

i~ Draw segments between vertical lines
‘Hemove vertical lines:
Remove line segments

C Remowves any uzer-drawn vertical lines.

—Set Baszelines after Drawing Yertical Lines
" Baseline defined between vertical lines
i~ Set all curve bazelines to "Done™
{* Baselines are OK

—Change Scales
i~ Mormalize curves to maximum height of 1
i~ Scale curves where clicked
i~ Scale curves by multiplication factor
{* Scales are OK

—Make Curves Yizible or Invizible
" All Curves ¥isible
{~ Choose Visible Curves
{* Leave As s

[~ OFffSet Curves

o DK | x Eancell

The result is:




‘== Browse... AmeriChrom Global Technologies (800) 421-5254

File Flot Peaks History Chromatography  About

|Q|G’|D%|I|E||:_|Eﬂ_|Curues

| Histories | Peak Info |

+Curues| Hame I Replotl

Dectector 1

200

-200

The title has been changed

|
0 10 20 a0 40

Time in minutes 19.21, 94,01

Curve Arithmetic

Four more plot buttons (a Clear button, not shown in the figure, has
recently been added) remain to be explained. The tenth button also has
several uses, but only one will be mentioned here - cutting "useless"
data off a curve. Other uses will be shown under "working with several
curves".

In the plot of the chromatogram where we removed the slope from the
baseline, the peak above 40 minutes is meaningless and should be
removed. This can easily be done by first zooming the plot so that the
desired part of the data is still visible, then clicking on the tenth plot
button to bring up a dialog which allows the curve to be cut so that it only
contains the data in the visible part. The process is demonstrated
below.

First, we zoom the plot to so only the desired part is visible.
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We click on the tenth plot button:
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We change the radio button from "Do nothing" to "Cut curves as shown"
and exit by clicking on OK.

Manipulate Curves !

+ iCut Curves Az Showr
= Do Curve Arithrmetic

" "ihite Curves Ta ClipBD
" Find Awerage of Curves
" Look at/Relrder Curves
i~ Remove Curves

" Do nathing

k. Carnicel

B

We then have only the visible data in the plot. Because we have
expended some effort to get to this stage, we will now save the data in
ASCII format so that if need be (for example one of the figures in this
manuscript gets lost) we can pick up from where we were. Normally,




f%‘ Clipboard Yiewer

File  Edit Digplay Help

one would not need to save the data in ASCII but here we want to
transfer the curve data to a program to produce a publication-quality
figure.

Manipulate Curves ;

= Cut Curves Az Shown
= Do Curve Arithrmetic

f+ Mfrite Curves To ClipBD
" Find Awverage of Curves
™ Look at/Relrder Curves
i Remove Curves

" Do nathing

k. Caricel

We click on OK. The curve data are written to the clipboard. The
clipboard now contains:

CUrve names are: il
Curve 1 is: Specimen Number = 501 T = 30.0 vap P = 23.88 Filter Max = 290.00
Curve 2 is: Specimen Number = 801 T = 30.0 vap P = 35.19 Filter Max = 290.00
Curve 3 is: Specimen Number = 601 T = 30.0 vap P = 37.70 Filter Max = 290.00
Curve 4 is: Specimen Number = 701 T = 30.0 vap P = 47.13 Filter Max = 290.00

x and y values follow
x1 wi x2 yZ2 x3 y3 x4 w4

0.000

0.000 0.000 0.000 0.000 0.000 0.000 O0.000
-0.000 0.167 0.006 0.167 -0.000 0.167 -0.005
0.000 1.000 0.020 1.000 -0.001 1.000 -0.007
0.003 Z2.000 0.037 2.000 -0.001 2.000 -0.003
-0.000 4.000 0.050 4.000 0.000 4.000 -0.010
0.000 5.000 0.061 5.000 -0.002 5.000 -0.008
-0.006 7.000 0.081 ¥.000 -0.002 7.000 -0.008
-0.010 15.000 0.138 15.000 -0.004 15.000 -0.010
-0.008 22.167 0.182 22.167 -0.007 22.167 -0.013
-0.008 29.167 0.215 29.167 -0.009 29.167 -0.016

Working with Several Curves

The options brought up by clicking on the curves+ button over the plots
will be discussed more in the sections on Results Processing Programs.




Results Comparison Programs

The programs which allow the user to examine and compare the results
of assessing the UV dosage and damage undergone by a specimen are
still being developed. At the moment, these are

1) Look at IR

S

Shartout ta
. LookAHRA. 2.

which allows the user to look at the damage, i.e., the changes in the IR
spectra at some particular wavelength chosen in the data processing
program, and

2) Look at Damage

D

Shortcut b
LookAtD ama...

which plots initial quantum yield as a function of filter wavelength, or
temperature, or relative humidity.

These two programs allow the experimental evidence to be examined
and verified and the results to be shown in an understandable way so
that they can be monitored for self-consistency.

LookAtIR program

The LookAtIR program is provided to allow the user to examine the
relationships between damage and time and dosage and time without
the complicating aspect of relating damage to dosage. Some provision
has been made to examine damage as a function of RH. The capability
of examining these intermediate states of the ultimately desired analysis
of damage as a function of dosage significantly eases 1) understanding
how the value of a given result was derived and 2) verifying whether
individual results are part of an overall pattern or are suspiciously
outlying.




When the LookAtIR begins, it requires a damage database table from
which to read the experimental conditions. A standard Windows file

open box appears:

Change Specimen Damage Databasze HalcyonDataSet E |

Look ir: | {3 Acrylic Melamine 50 and 60 C

E0_G0AMP
Cell ID.dbf
CellPositians. dbf
Filter I01.dbf
FilterS pectra. dbf
IR5 pectra.dbf

' T.DBF

Lamp 1D dbf

Larmnplrtenzity, dbf
LasMPPOWER.DEF

LampsOnQff. DEF
POS2LAMPS.DEF
SampleSpectra.dbf

S pecimen 0. dbf
SpecimenzCells. dbf
SUPPLIER.DEF

File name:  |50_G0AMPART.DEF

Open I
Files of type: ISpecimen Damage D atabaze Halu:_l,u:unDataSj Cancel |

After the database table has been linked to the program, the user can
begin to choose the information he wishes to see. The first page of the
program is concerned with damage as a function of time in the top plot
and damage as a function of RH or temperature in the bottom plot. The
bottom plot is generated from information put into the top plot.

Choices are executed using the buttons on the right hand side of the plot
window. The damage site is selected from those available in the
database table as shown in a drop down list box. The drop down list
removes the necessity that the user remember which damage sites were
used. This information is extracted from the database table by the
program as the database table is read in.

Damage Site

nge

I 18.80 vl
I 15.80 vl

Temperature Range

I a0.00 vl
I 20.00 vl




The UV wavelength range for which to see the damage must
chosen from its drop down list box.
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If plots are desired of damage versus temperature interpolated to
various levels of humidity (currently fixed at 0%, 20%, 40%, 60%, 80%

and 100%), the box “Plot vs Time [RH%]’should be checked.




56 DB is C:\BFRL PHOTOREACTORMACRYLIC MELAMINE 50 AND G0 C50_G0AMPART DEF L [o]x]
IR vs Time |IR vs Dosage | Damage DB | Damage/Time 0% ,20% RH | Damage/Time 40%,60% RH | Damage/Time 80%,100% RH | Misc |

| Q | D | R‘T;] | I | E | |Z_ | Eﬂ_ | Curves +Curves| Mame | Replat | Clear | Wiite: To ClipBD |
IR v Tine: Prirt Plats |
100~
Clear All Plats |
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: = oot |
2 [ Pict v Ti
s v e
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0 I, ) ) ) } ) wavelength Range
0 10 20 30 40 a0 290.00 vl
Days 540.00 vI
| @\ | G—} | % | I | E | |:_ | Eﬂ_ | Curves | +Curves| Mame | Replat | Clear |
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Checked means fill out the damage vs time plots for various humidity levels (pages 4, 5 and 6) &t the same time the top plot is filed

To fill the plots with the information from the damage database table for
the conditions specified, click on “Go Top Plot”. However, only one level
of RH has been specified, so the program can not
interpolate/extrapolate as needed to estimate the damage at various
levels of RH and the warning results:

Information |

@ Meed at leazt bwa humidities to allow interpolation/extrapolation to standard values

When a range of RH is chosen from the drop down list of those RH
levels available in the database table:
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and the “Go Top Plot” button is clicked, the data are plotted:
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A plot of dosage versus time is also obtained (on page 2).

oo DB is C:\BFRL PHOTOREACTOR\ACRYLIC MELAMINE 50 AND 60 C50_G60AMPART.DBF s E3
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The widely varying levels of dosage corresponding to the various filters,
filter widths, lamp irradiance and specimen absorbance are clearly
evident in this plot.

The contents of the damage table may be examined on page 3, the
“Damage DB” page of the program. . The database table can be
changed using the “Different DB” button. The “Delete Current Record”
button deletes the selected record (currently at the bottom of the table,
as shown by the arrow head on the left hand side of the table) from the
table by marking the record appropriately, and the “Pack DB” button
removes all trace of the record from the table. Until the table is packed,
the record can in principle be recovered.

& DB is C:ABFAL PHOT VACRYLIC MELAMINE 50 AND 60 C50_60AMPART.DBF _[olx]
IR vz Time: | IR vs Dozage Damage/Time 0% ,20% RH | Damage/Time 40%,60% RH | Damage/Time 80%,100% RH | Mz |
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SPEC_NUM DanncE_WUM|FILTER Max[CHTRL_FIL_[HALF_1MDTH[TEMPERAT [HumDmy  [wap_press[T_av  [sieMa_ayv [av_vs o]
EE 1630 354 [ 4 50 186 207675 8.410044E-6 210671256 9203163
G 1630 354 ] 4 50 41 454451 .0175347E-5 1.731811E-6 5300362
| |roa 1630 354 1] 4 50 TIE 793807 8.774023E-6 203200056 GO037E0
809 1630 354 0 24 50 80 99.5148 1.001203E-5 G.97967IEE 34555¢
Tos 1630 354 i} 24 &0 207 28.0893 6.513379E-6 2.053457E-6 6004412
209 1630 354 i} 24 &0 428 580783 B.743267E-6 2.511253E-6 867006
T s09 1630 354 i} 24 &0 639 948521 5.165043E-6 36616956 0562790
s 1630 454 i} 140 50 188  2075751630534E-6  B.B75E-8 77609
Tero 1630 454 i} 140 50 411 454451 3.549766E-6 | 7.09724E-7 1616650
o 1630 454 i} 140 50 TIE 793907 4.022576E-6 | T.TETEIET 852043
: 310 1630 454 ] 140 50 90 99.5145 3.590791E-6 2.214246E-5 167655
| 1o 1630 454 ] 140 &0 207 280893 2.055358E-6 | £.63139E-T 0193931
| 210 1630 454 ] 140 &0 428 580793 2.2716B3E-6 | B.T7ERIET 8316437
EL 1630 454 ] 140 &0 639 948521 1.669013E-6 110006356 7197321
|_|500 1630 540 ] 520 50 186 207675 9.90348E-7 | 3.47003E-7 4007331
| |500 1630 540 1] 520 50 41 454451 7.95596E-7 2.19566E7 316665
700 1630 540 1] 520 50 TIG 793807 77622367 | 277942ET 274902
o0 1630 540 i} 520 50 90 9951481.042294E-6  4.206E-7 611035
oo 1630 540 i} 520 &0 207 280893 7O01514E-7 | 27590267 261777%
oo 1630 540 i} 520 &0 207 280893 7OV514E-7 | 27590267 261777¢
200 1630 540 i} 520 &0 428 580783 83011367 42114957 1069797
E 300 1630 540 i} 520 &0 639 948521 7801097 | 3529577 102095 —
KNS 2
|The current status of the DB tabls - change ordering using racio buttons over grid




Various values can be read directly from the table. The columns can be
resized by dragging the dividing bars on the title row. The table can be
moved up and down by clicking on the scroll bar column. The behavior
of the scroll bar is "incomplete" because the primary control over the
table is the filter imposed on showing the columns and the scroll bar
does not know what the logical order of the records is.

Page 4 shows the first of the damage versus time curves for fixed levels
of relative humidity and for the temperatures found in the damage table.

Up to now, only one temperature level has been specified and there is
only one curve in each plot. The temperature is in the name of the
curve, obtained by first putting the plot in “name” mode (the button over
the plot is depressed) and right clicking near the curve of interest.
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If data for more than one temperature are specified,
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the plots are cleared and Go Top Plot is again clicked:
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Add all curves mstching the conditions in the parameters choices - damage site, temperature, fiter, vapor pressure range

there are now two curves, one for each temperature, in the damage

versus time at fixed RH plots.




oo DB is C:\BFRL PHOTDREACTORMACRYLIC MELAMINE 50 AND 60 C50_60AMPART.DEF =15
IR vs Time | IR vs Dosage | Damage DB Damag=/Time 0% 20% RH | DamageTime 40%,60% RH | Damage/Time 80%,100% RH | dise |

| O\ | E}l %:] | I | E | L | Lﬂ_ |Curvas|+curves| Mame | Raplml Clearl

Plat of curves

IR Absorbance

o ) 0 £0
DEF 5345, 0267

o |a | @ 1l |E | |ome

Flot of curves

+Curves| Mame | Replot | Clear |

IR Absorbance

| 0 &0

Various other operations can be carried out on the curves. For example,
selected curves can be averaged by clicking on the "Curves+" button
over the plot (Curves+ is used as a name because there are too many
options for them all to fit on the curves button). In this case, one would
select the "Average Curves" radio button and then click on the OK
button.
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A dialog box appears containing the curve names in the colors of the
curves (the colors repeat every 8 colors - the range of colors is restricted
because the colors have to show well on a white background - whether




on the screen or on paper). The curves to average together are
selected by checking the appropriate check boxes.
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Clicking on the OK button plots the average of the selected curves and
also boundary curves with +1 standard deviation (of the average, not the
population) and -1 standard deviation. These curves can easily be
deleted by invoking the same curves+ button dialog, selecting "Delete
curves" and checking the appropriate check boxes for deleting.
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The identities of the curves are revealed by setting the plot to names
mode and right clicking near the curve of interest, as shown in the next
two figures.
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When the plot is not in names mode, right clicking puts a new line in the
bottom plot. The line is the damage as a function of vapor pressure at
the time clicked in the top plot. This line covers all curves in the top plot.
(Curves are added to the top plot each time the "Go Top Plot" button is
clicked. The plot is cleared using the "Clear" button over the plot.)
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Right click to put slice through curves in bottom plat

The second page of the program, the “IR vs Dosage” page, plots the
damage against dosage rather than days. This plot is more prone to
error than the time plot because the dosage requires that the lamp, filter
and the specimen UV spectra be well known. The specimen UV spectra
in particular are not well-known because the absorbance values are
typically very close to zero (i.e., very near the level of the noise of the




measurements) in some regions of the spectrum — for example in the
visible region for clear coatings.

The top plot on the “IR vs Dosage” page is filled at the same time as the
top plot (damage versus time) on the first page. It must however be
cleared separately. Curves are put into the bottom plot by right-clicking
on the top plot. These curves are damage versus vapor pressure at a
given dosage (they were at a given time in the plot on the first page).
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LookAtDamage program

The Look At Damage program allows the quantum yields and dosage
and damage curves to be plotted in various ways. Dosage, damage and
quantum yields are calculated using the AbsorbedUVvsIR.exe data
processing program. To speed up accessing the data and to allow
some condensation of data in various directories, the needed data are
copied into the damage database table from the parent tables as each
record in the damage table is written. This is greatly advantageous in
the case of the damage spectra, for example, which have undergone
processing which depends on the control parameters chosen by the
user. Regenerating the results from the original data as needed would
be very time-consuming.

When the program begins, the database table must be specified. The
table is read and the experimental parameters are stored in drop down
list boxes.
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The database table, from page 4 of the program, is shown below.

==l | |als]

Mo specimen selected in DB

o damage site

Different DB

Quanturm Yield

lear The Plot:

-\BFRL FHOTOREACTORA\ACRYLIC MELAMINE 50 AND 60 CAS0_GDAMPART DBF

[ =

I Clear "Cther" Plots

[~ Clear Plots When Moving to bew Specimen

Clear Plots |

30 Plot of @Y vs TF Max, %Press I IR CoMariance Plots, Damage vs Dosaue Plots I Dose, IR vs Time  Damage DB |QY vs TFM or ¥P I Report Details I

= Order on Damage Site, Filter, Temp, vap Press

Specimen Damage DB table iz CBFRL PHOTOREACTORMCRYLIC MELARRE S0 AMD 60 CUS0_E0AMPART DEF

= Order on Damage Site, Temp, vap Press, Fitter

" Order on Damage Site, vap Press, Temp, Fitter

Delete Currert Record | Pack DB |

SPEC_NLIM DamaGE_MUM[FILTER_max[enrrL_FIL [HalF winTH[TEmMPERAT [HumDiTy  [var_press[mr oy [sioms_av Jav_vss ﬂ
CEX 1085 290 0 15 50 185 207675 0161480432 3.3200266-6 23494692
502 1085 294 o 15 50 186 | 207075 GT7G4GGE-5 019302065 913619917
BES 1085 200 o 2 50 188| 207875 1650473E-5 1.083075E-6 E0S0S0STE
:504 1085 08 0 2 50 185 207875 7512731E6 | 7 59034E-7 775597117
505 1085 2 o 3 50 185 | 207675 633570166 | 6500GSE-7 596316957
BES 1085 8 o 4 50 188| 207875 7AS3523E-5 1 367280E-5 72371270c
507 1085 06 b & ) 188| 207875 AZ0G0M9ES | 2 ASSTEE-7 527504641
:sua 1085 336 0 10 50 185 207875 D0BSS91E-5 B.OD1E15E-6 709119568
509 1085 354 o 24 50 185 | 207675 3.217456E-6 154114266 753407862
510 1085 454 o 140 50 188| 207875 8330477 | 4.55623E7 034223497
:500 1085 540 0 520 50 185 207875 30704767 | 6.7445E-8 52537661C
| [son 1085 290 0 15 50 41| 454451 0027143107 |4129379E-5 B9ET0004E
602 1085 294 o 15 50 41| 454451 BA0MSTAE-S 745043266 9B07OGTTE
BEE 1085 200 o 2 50 M| 454451 ODETEATES B.AD17TIEE 973633121
:504 1085 08 0 2 50 41| 454451 17149256-5 4 504577E-6 00671695E
£05 1085 2 o 3 50 41| 454451 011529365 | 7 SE563E-7 005524668
BES 1085 8 o 4 50 1| 454451 O7OT167E-S 4.847020E-6 055486217
s07 1085 06 b & ) M| 454451 B199778ES SA0STHIEE 454363010 =
S o

Note that the columns can be resized by dragging the column heading

dividers as shown below.




The database table, with resized columns. The caret at the left hand
side of the table shows the current record. If the navigator bar at the top
left of the screen (below) is used to step through the table, data from the
table can be entered into the plots on the first three pages of the

program.
5 DB is C:\BFRL PHOTOREACTORVACRYLIC MELAMINE 50 AND 60 C\50_GDAMPART DBF M=
|'/| /l > | Nl |ml|;|p;|>f| o\l%l Ditferent DB Iear The Plot
[~ Clear 3D Piot [~ Clear "Other" Plots
Mo specimen selected in DB Clear Plots
Mo damage site Quantum Yield [~ Clear Plots When Moving to bew Specimen

30 Plot of @Y vs TF Max, %Press I IR CoMariance Plots, Damage vs Dosaue Plots I Dose, IR vs Time  Damage DB |QY vs TFM or ¥P I Report Details I

= Order on Damage Site, Filter, Temp, vap Press = Order on Damage Site, Temp, vap Press, Fitter " Order on Damage Site, vap Press, Temp, Fitter

Specimen Damage DB table iz CBFRL PHOTOREACTORMCRYLIC MELARRE S0 AMD 60 CUS0_E0AMPART DEF Delete Current Record | Pack DB |

o TEMPERAHUMIDITY W AP_PRE|IMIT_Q% SIGMA_GY @Y _WS_SIG | ABLAT_SMINUS_HYD [NO_ABLAT |PAR &
1] 207875 0181480432 3.320026E-6 2349469283
a0z 1] a0 168.8  20.7875 G77G6466E-5 .8193828E-5 91381972 2960 F T T
I s03 1085 300 1] 50 18.8 20.7875 1660473E-5 1.083075E-6 6020505764 2960 F T T
: a04 1085 306 o an 188 207875 ¥ 512731E-6 7.59034E-7 7755971176 2960 F T T
a05 1085 32 1] S0 186 2075875 6.335701E-6  6.60035E-7 5953169577 2960 F T T
I S06 1085 38 1] 50 18.8 20.7875 F463523E-5 1 .367V289E-5 7237127248 2960 F T T
I |07 1085 326 a a0 188 2073875 4209019E-5 2 .85578E-7 5275046414 2960 F T T
: s08 1085 336 o an 18.8 | 20.7875 0D0B5591E-5 6.001315E-6 7091195685 2960 F T T
a09 1085 354 1] 24 a0 186 2075875 3217458E-6 1 .341142E-6 7534075632 2960 F T T
I 510 1085 454 1] 140 50 18.8 207875 -8.33947E-7 4 .55623E-7 0342234977 2960 F T T
: 500 1085 540 o 520 an 188 207875 -3.07047E-T | E.Y445E-5 52537661594 2960 F T T
| G601 1085 290 1] 15 a0 411 454451 0027143107 | 4129379E-5 5987000496 2960 F T T
602 1085 294 1] 15 a0 4141 | 454451 8901574E-5 7 458432E-6 9607067793 2960 F T T
I 603 1085 300 1] 2 50 411 454451 9267647E-S 6401 773E-6 9736331212 2960 F T T
: 604 1085 306 o 2 an 411 | 454451 1714925E-5 4 504577E-6 0067169354 2960 F T T
605 1085 32 1] 3 S0 411 454451 0115293E-5  7.56563E-7 0055246689 2960 F T T
I BOE 1085 38 1] 4 50 411 454451 O79718TE-S 4 347039E-6 0654562173 2960 F T T
I BOT 1085 326 a =] a0 411 454451 3199778E-5 5.105731E-6 4543630109 2960 F T T -
i r

|Values for specimens plotted by advancing through the DB or by setting the desired fiter wavelength or temperature or vapor press

Plots of dosage versus time (top plot) and damage versus time (bottom plot) for
the current record in the damage database table are shown in the next figure.
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On page 2 of the program, the top plot contains the correlations of all
other parts of the damage spectrum with the part (wavelength) at which
damage was assessed.
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The bottom plot is the damage dosage relationship. The quantum yield
is the slope of curve in the bottom plot. The red line in the bottom plot is
the observed damage/dosage relationship, the blue curve is the fitted
polynomial. (These lines are only red and blue when they are the first




and second curves in the plot. Curves added later have contrasting
colors.)

The first page of the program is a 3-D plot of quantum yield versus filter
wavelength (vertical), temperature (horizontal), and vapor pressure (this
axis is directed “into” the screen). If the "Plot Quantum Yields in 3D"
check box is checked, values are entered into the plot as the program
progresses through the damage table following clicks on the navigator
bar. The exposure conditions for the currently selected specimen in the
damage table are displayed.

Chooze Damage Wavelencth [ Plat Quartum Yields in 30

Specimen Mumber = BO0 Temperature = S0.0 vap Press = 0.00 Fitter Max = S40.00
Guantum yield areen up to this limit I 1.0000000 Inftizl Gusrtum Yield = 0.0000001 80365

@uantum yield red beyond this limit I 2.0000000

Fedo DBF Tahle

Since three dimensions have now been used, the quantum yield values
are shown in "coded color" in small spheres, where values below the
limit of 1.00000 in the above example are shown green, those above the
limit of 2.00000 in the above example are shown red, and intermediate
values are shown intermediate between green and red. We have not

yet had time to explore the feasibility of this type of plot. An example is
shown below.

5 DB is H:ACBT Exposures - Halcyon\ALLPARTITIDNED_DBF [_[o]x
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3-Dr plot of guartum yield vs T, fiter max and vapor pressure for damage site in drop-down box

Page 6 of the program provides the capability of plotting the initial
quantum versus filter wavelength, temperature, or vapor pressure (as
shown in the label of the horizontal axis of the plot) for the conditions




shown in the drop down list boxes. The navigator bar is not used in
making these plots. The initial stage of Page 6 is shown below.

5 DB is CABFRL PHOTOREACTORADAMAGE DBSAACRYLIC MELAMINE 025 025 500PH SMOOTH PARTITION.DEF M= 3

Mo specimen selected in DB
Mo damage site Quartum Yield
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When a damage database table is first read into the program, the

damage sites and exposure conditions are read from the table and will

later be copied into the various drop-down list boxes so they can be
presented as choices.

First a damage site is chosen in the top box. This will put the available
filter wavelengths in the second box. One of these wavelengths must
then be chosen. This action will put the temperatures available for the
chosen damage site and the chosen filter wavelength in the temperature
box. Choosing a temperature will put the available vapor pressure levels
in the vapor pressure box. This system of filling the drop-down boxes

avoids the need to hunt for an available set of conditions.

We have already chosen to examine results for the 1630 cm’” damage

site in the IR spectrum. To fill out the lower drop-down boxes, a

wavelength must be selected — only then does the program know the

—Hold constant st these value

Damags Site 183000 =
waveLength

Tempersture | =

Vapor Pressure | Bl

range of available temperatures that it should offer.




Pull down the drop-down box:

Select a wavelength. Because we are actually going to plot quantum
yield against wavelength (we know what we expect the results to look
like and can therefore guess how well the procedure has worked), the
actual wavelength selected will be unimportant because all wavelengths
will be plotted, but it is the mechanism for filling the lower boxes.

—Hold conztant at theze value
Damage Site 1630.00 j
Veiavel ength
Temperature

Wapor Prezsure

Now we have choices in the temperature and vapor pressure boxes.
We select the values we want:

—Hold constant st these value

Damage Site |1 £30.00

=
Wigvel encgth |294.DU j
Tempetature || j

“apor Pressure

G0.0

And when we release the cursor, the available vapor pressure values for
that temperature will be put in the vapor pressure box.

—Hold conztant &t theze value

Damage Site |1 E30.00

wavelength |2EM .0a

Ll L L

Temperature |5':'-':'

Yapor Prezzure

454431
¥3.3907




We select a vapor pressure. Actually, the first one is satisfactory
because we are eventually going to plot quantum vyield for all vapor
pressures.

—Hold constant at theze value

Damage Site |1 £29.00 j
Wigreel encth IEE":'-':":I j
Tempersature |5':'-':' =

“apor Prezsure

|n 0000 j

There is probably at most one quantum yield in the table for the set of
chosen conditions - that quantum yield can be added to the plot by
clicking on "QY for Shown Conditions". Clicking on one of the other
buttons

—Click on Button to do &% Plot

@Y s T |

2% v= Wapor Press I

QY for Showen Conditions: I

will sort the table according to the criteria mentioned in the button
caption and plot the quantum yields. Thus, clicking on the "QY vs
Wavelength" will plot as a function of filter wavelength the quantum
yields for the damage site which were determined under conditions
within the temperature and vapor pressure limits. The plot shown below
is then produced.
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The remaining vapor pressure levels can be chosen then plotted, one at
a time, to give the resulting plot:
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Note that here many additions of sets of quantum yields can be made to
the plots. Each set is plotted in a different plot color (the colors cycle
every 8 curves/sets of point). The red points above are the first set
plotted - the first three colors are red, blue and green. The other colors
are mixtures of these primary colors and have non-primary names.

One can say that, given the processing conditions, the data seems to be
very consistent with wavelength. The fall-off in quantum yield near 305
nm is probably because very little degradation occurred because very
little radiation passes through the filters at those wavelengths.

The conditions imposed on the data in the program which wrote the
damage database table are shown in this screen from the Dosage-
calculating program:
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At this point, it was noticed that the data had been calculated without
subtracting the control. (If changes are to be ascribed to
photodegradation and quantum vyields are to be calculated, the dark
effects must first be subtracted.) The calculation of damage was
repeated and a new damage database table made. The recalculation
process took only a few minutes. The corresponding plot of data from
that table for four relative humidities at 50C is shown below.
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Data for two temperatures and a total of seven levels of relative humidity
are shown in the next plot. The quantum values agree very well, except
in the region of 290 to 300 nm, where the dosage is very low.
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The damage-dosage plot is shown below — there are some cases which
have very low dosage, as shown by the short lines.
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The plot was zoomed (using the first plot button) and the short lines
identified using the plot “Names” button. As shown, one of the short
lines is for the wavelength of 290 nm.
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The following section of page 6 of the LookAtDamage program contains
instructions on how to choose the conditions for which to plot the
quantum yields, and also allows the user to join the plotted points with a
line of the same color as the points (this is very useful if the data seem
to be filling the plot haphazardly).

Chooze Damage =ite fram box on right, then Filter
Wavelength then Temperature, then apar Press.
Then click on plot button. Combo boxes must be
chozen staring &t top.

[T Connect Pt With Line Prirt Report |

[V Add Curves To Cther Plots
¥ Clear Cther Plats When This Plot Cleared
[T Change to Micromals of Photons

The check box "Add Curves To Other Plots" means that dosage versus
time, damage versus time, correlations, and damage versus dosage
curves will be added to the plots on pages 2 and 3. Those plots will be
cleared when this plot is cleared if the appropriate check box is checked
(see above).

The "Change to Micromols of Photons” checkbox uses the wavelength
of the filter maximum transmission to convert dosage stored as Joules
into photons. Note that quantum yields estimated from damage at a

given number of absorbed Joules are not the same as those estimated




for a given number of photons. It is probably better to estimate quantum
yields at a given number of absorbed photons, bearing in mind that
these quantum yields are only applicable to the whole degradation
process when the trend of damage is linear with dosage. This is usually
not the case. The importance of the quantum yields is that they allow
comparison of the effects of degradation conditions to be made for the
early part of the degradation and provide a mechanism for assessing
whether the degradation results make sense.

The print report button allows the user to get a hard copy version of the
plot, perhaps for group discussions. The program window can be
captured to the clipboard by simultaneously pressing Alt-PrtSc.

The report screen is show below and allows the user to document the
report to some extent.
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SUMMARY

This project has now advanced to the point where it has provided a
highly automated apparatus that generates data for a wide range of
conditions. The system of programs induces discipline in the
experimental protocol, automates our expertise, and allows archival
storage of data in readily accessible form.

The combination allows greater productivity and provides enormous
capability which now exists in a form which can readily be used by
others. Using this capability requires due care and attention to detail. In
an activity as large and complex as the system described here, the
interactions of a wide range of conditions and complicated phenomena
must be understood and treated correctly. There is a tremendous




amount of data to examine, track, recall and use. These data will refine
our perceptions of what has to be controlled better, what can be
calculated, how results can be compared, and how the chemistry
proceeds, in that order.

Recommendations:

Light Source

UV Spectra

IR Spectra

use a <290nm cut-off filter

brighten the light sources and lengthen the
exposures until one can interpolate on dosage, not
extrapolate, when relating dosage and damage and
extrapolating to field conditions

pay particular attention that the reactions are not
accelerated so much that they are starved of
reactants (e.g., oxygen)

frequent calibration of the spectrometers to get
acceptable stability over long times

measure low absorbance/irradiance regions with
great precision

use standard samples to document the
performance of the spectrometers at the time the
spectra are measured.

use IR SRM or “standard” (PS) film to calibrate the
spectrometer when spectra are measured

use samples of various thickness to find range of
good absorbance in spectra

all absorbance spectra are ratios. Both parts of the
ratio must be correct. Incorporate the
measurements in the programs immediately so that
comparisons with the others in the series can be
used to help to detect misfits/errors.

save components of the ratios used to calculate the
spectra (?)

Experimental Considerations

Noise




Noise comes from measuring

o the spectra

e specimen thickness (S/N)

and more error comes from:

e time-based drift of the measurement systems.

Dosage

The dosage depends on the radiation flux and the specimen UV
absorbance spectrum. The dosage is expected to be significant when
there is:

e high radiation flux, high spectral absorbance
e high radiation flux, low spectral absorbance

e low radiation flux, high spectral absorbance

The specimen absorbance must be measured better where the radiation
flux is high than where the radiation flux is low.

The radiation flux must be measured better where the specimen
absorbance is high.

Processed spectra

Specimen UV spectra should change systematically (which usually will
mean monotonically) during exposure

After subtraction of dark reactions (hydrolysis, post cure), the results (in
the IR spectra) should probably be monotonic with dosage - if not,
either the subtraction process was not satisfactory or the kinetics include
both production and consumption of the chemical group.

Depending on the aspect of interest, corrections for ablation/erosion
should or should not be carried out. Ablation is very important because
the coating was originally applied for good reason. Correcting for
ablation will make the chemical changes more prominent and will be
helpful in elucidating the degradation mechanisms. Not correcting for
ablation will show how quickly the film is disappearing.




Miscellaneous Considerations

Do degradation products shield the specimen from degradation by
absorbing some of the incident radiation? This effect can be treated in
the dosage calculating program. The dosage calculations can be
carried out with and without “partitioning” the dosage into that absorbed
by the original matrix and that absorbed by degradation products. If
partitioning is more realistic than not partitioning, this will appear to give
more reasonable plots such as the trend of quantum yield with
wavelength when results from different conditions and from specimens
with different ratios of matrix and degradation products are compared.

The spectral measurements will be will invalid if
e A significant amount of radiation was scattered or otherwise
prevented from reaching the detector without being absorbed by the

specimen.

e The specimen delaminated from its supporting plate, creating an air
interface which introduced back reflections

e The supporting plates crazed during the experiments

Appendix 1.

Structure of the Database Tables

The first column in the following description of the database tables is the
name given to the field in the database table and can contain up to 11
characters. The second column is the type of field: C means
characters, N means a number, and L means logical, i.e., true or false
(in later versions, this was changed to a character field where T = true
and F = false). The third column is the length of the field (in terms of the
maximum number of characters it can contain). The fourth column is
the number of "sub-digits". This is the number of digits after the decimal
point if the field contains a non-integer number.

Suppliers
SUPPL_NUM C 15 0
FIRM_NAME C 40 0
ADDRESS1 C 40 0
ADDRESS2 C 40 0
CITY C 20 0
STATE_ETC C 20 0
COUNTRY C 20 0
CONT_TITLE C 10 0




CONT_1ST C 20 0
CONT_MI Cc 5 0
CONT_LAST C 20 0
PHONE Cc 20 0
PHONE_EXT1 C 0
PHONE_EXT2 Cc 0
FAX C 20 0
WwWw Cc 30 0
EMAIL C 30 0
REMARKS Cc 254 0

The meaning of most of these fields may be guessed. The CONT fields
refer to the contact at the company - his title, first name, middle initial
and last name. Some of the field names appear to be cryptic but this is
a consequence of the field name having to be less than 12 characters.

Lamp ID
LAMP_NUM C 15 0
ID C 80 0
SPECS C 254 0
SUPPLR_NUM c 15 0
PURCH_DATE C 10 0

The Lamp_Num field is used to relate the position in the illumination field
of the lamps to a specific lamp. A description may be given in the ID
field and detailed specifications may be stored in the SPECS field. The
SUPPLR_NUM field uses the user-assigned supplier number to point to
a record in the Supplier table.

Cell ID
CELL_NUM C 15 0
ID Cc 80 0
SPECS C 254 0
SUPPLR_NUM Cc 15 0
PURCH_DATE C 10 0

The Cell ID table allows the user to enter some information about a
particular cell, given its cell number.

Filter ID




FILTR_NUM C 15 0
ID Cc 80 0
SPECS C 254 0
SUPPLR_NUM Cc 15 0
PURCH_DATE C 10 0
FILTER_MAX N 10 2
HALF_WIDTH N 10 2
UNITS Cc 15 0

The main use of the Filter ID table is to allow the program to find the
transmission characteristics of the filter from knowing the filter number.
The Filter_Max field is the center wavelength of the transmission window
of the filter and the Half_Width field is the width of the filter band-pass at
half maximum. The units of the filter wavelength are given in the Units
field and should be the same as the x axis units of the UV-visible
spectra.

Specimen ID

SPEC_NUM C 15 0
ID C 80 0
SUPPLR_NUM C 15 0
THICKNESS N 6 1
SOURCE C 254 0
NOTES Cc 254 0

The Specimen ID table allows the user to give a specimen a number
and to key this specimen to a supplier. The program will use the table to
get the specimen thickness for a particular specimen number.
Specimen 0 is used to hold the thickness of a thick specimen
which is included solely to provide a good measurement of the
material’s UV-visible spectrum.

Cell Position

CELL_NUM C 15 0
POSITION C 15 0
FILTER1 Cc 15 0
FILTER2 C 15 0
FILTER3 Cc 15 0
FILTER4 C 15 0
FILTERS C 15 0
TEMPERAT N 6 1




HUMIDITY N 6 1
WHEN N 10 4

Each cell may in principle have more than one filter and is kept at some
specified temperature and humidity. When the specimen is placed in a
cell, the cell number keys the above quantities to the specimen. In
practice, only one filter has been used and the programs are now not set
up to handle more than one filter per cell.

The POSITION field keys the cell to a position in the illumination field of
the lamps.

The WHEN field is the date and time the cell was placed in its position.
The date and time are entered into the programs as normal dates and
times but are transformed by the program into the number of days (and
fraction of days) since the start of the 20" century by the program before
being written to the database tables.

Specimen In Cell

SPEC_NUM Cc 15 0
CELL_NUM C 15 0
WHEN N 10 4

This table allows the program to relate the specimen number to a cell
number so that it knows from the cell position field which lamp spectra
should be used for the irradiance and which filters were placed between
the specimen and the lamp. The cell position table also provides the
temperature and humidity at which the exposure was conducted.

Lamps On/Off

LAMP_NUM Cc 15 0
ON C 1 0
WHEN N 10 4

The lamp, some of the filters, and many of the specimens change in UV
absorption characteristics with time, but spectra are taken sufficiently
frequently for these changes to be followed by linear interpolations
between spectra. To take the spectra, the lamp must be switched off.
This table documents the lamp on/off times so that the total time the
lamp was on can be calculated. Note that when the lamp is turned on,
the entry in this table has a T in the ON field. When the lamp is turned
off, ON is false, so the ON field contains F.

Spectrum

TYPE_NUM N 6 0




WHICH C 15 0
WHEN N 10 4
X0 N 6 0
DELTA_X N 6 0
NUM_PTS N 6 0
SPECTRUM_Y M 10 0

Four types of spectra have been used up to the present time. They are
the lamp UV spectra, the filter transmission UV spectra, the specimen
UV absorption spectra, and the specimen IR spectra. The TYPE_NUM
is 1 for lamps, 2 for filters, 3 for specimen UV, and 4 for specimen IR
spectra. The WHICH field specifies the lamp, filter or specimen to which
this spectrum belongs by containing the appropriate LAMP_NUM,
FILTR_NUM or SPEC_NUM. The WHEN field denotes when this
spectrum was taken and is very important in showing to which lamp-off
time-slice the spectrum belongs. The UV-visible spectrum of specimen
0 is the spectrum of the thick standard specimen.

Because the spectra are equally spaced on the wavelength axis (x), only
the starting x, the spacing along x and the number of points need be
supplied. For example, X0=290 and DELTA X=2 means that the
starting wavelength is 290 and adjacent spectral values are spaced by 2
wavelength units. This saves a considerable amount of space in the
database table. The y values of the spectra are however all different so
each y value must be given. The y values are stored as a memo/BLOB
(binary large object) which is a memory dump of the array of y values
from the computer memory to the database table on the disk. When this
BLOB is read back into the computer from the database table, it
occupies the same memory configuration as before and may be
referenced immediately by the program as though it had never been
disturbed. The spectral files are written from CSV or JCAMP files using
the ReadSpectra program.

Cell Position To Lamp

POSITION C 15
LAMP_NUM C 15
WHEN N 10

Each cell is placed in an illumination field and thus has an associated
lamp, found via the Lamp_Num, and a position in the field irradiated by
the lamp. The intensity of the received radiation depends on the position
the cell occupies in the illumination field. A lamp spectrum must be
available for each position in the lamp illumination field. The WHEN field
documents when the cell was placed in the lamp field.

The POSITION field provides an identification for each position
illuminated by the lamp specified in LAMP_NUM. Lamp spectra are
measured at each exposure position.




Lamp Power

WAVELNGTH N 10 4
PWRFACTOR N 10 4
WHEN N 10 4

The lamp power as read by the spectrometer is in somewhat arbitrary
units which are placed on a scale of watts using the wavelength-specific
conversion factors found in the Lamp Power table.

Derived quantities

Damage
SPEC_NUM C 15 0
DAMAGE_NUM N 10 4
FILTER_MAX N 10 2
CNTRL_FIL N 10 2
HALF_WIDTH N 10 2
TEMPERAT N 6 1
HUMIDITY N 6 1
VAP_PRESS N 10 4
INIT_QY N 16 12
ABLAT_SITE N 10 4
MINUS_HYD C 1 0
NO_ABLAT C 1 0
PARTN_UV C 1 0
SUB_CNTRL C 1 0
SCALE2THCK C 1 0
SMOOTH C 1 0
DELTA_IR N 10 3
DELTA_UV N 10 3
MAX_TIME N 10 4
MAX_DOSE N 10 3
MAX_DAMAGE N 10 5
NUM_EQCOEF N 4 0
Q_EQUATION M 10 0
ABLATION M 10 0
IR_XO0 N 6 0




IR_DELTA X N 6 0
R_NUM_PTS N 6 0
CORRELAT_Y M 10 0
DOSAGE_X M 10 0
DAMAGE_Y M 10 0
DELUV_ABSX M 10 0
DELUV_ABSY M 10 0
DELIR_TIME M 10 0
DELIR_ABSY M 10 0
DOSE_TIME M 10 0
DOSE_Y M 10 0
BAND_WIDTH N 10 2
FORM_WT N 10 1
ORIG_WHEN N 10 4
WHEN_CALC N 10 4
DENSITY N 10 4
THICKNESS N 6 1
LAMP_ZERO N 10 4
UV_ZERO N 10 4

The damage database table contains many derived quantities and some
quantities which have been copied from the other tables. It is generated
by the data-processing program to be described later. Its contents are
not as fully established as the other tables and may change as the
requirements of the technique evolve.

The "main" entries are

SPEC_NUM the specimen number

DAMAGE_NUMthe damage site in the damage spectrum

FILTER_MAX the UV-visible filter used

CNTRL_FIL the filter (if any) of the control

HALF_WIDTH the half width of the UV-visible filter
TEMPERAT the temperature of the exposure

HUMIDITY the relative humidity of the exposure
VAP_PRESS the water vapor pressure of the exposure
INIT_QY the initial quantum yield

ABLAT_SITE the site in the damage spectrum used to correct

for specimen thickness and ablation

LAMP_ZERO the wavelength at which the lamp spectra were
set to zero




UV_ZERO the wavelength at which the specimen spectra
were set to zero

MINUS_HYD T = hydrolysis was subtracted, F = hydrolysis
was not subtracted

NO_ABLAT T = the results do not contain the effects of
ablation, F = the results do contain the effects of
ablation

PARTN_UV T = the dosage was partitioned according to the

initial UV absorbance of the specimen and the
actual UV absorbance as the degradation
progressed

SUB_CNTRL T = control spectra were subtracted from the
specimen spectra, F = control spectra were not
subtracted from the specimen spectra

SCALE2THCK T = all spectra were scaled to a common
thickness before subtractions, F = spectra were
used without scaling for thickness differences

SMOOTH T = all spectra were smoothed before
subtractions, F = spectra were used without
smoothing

Indexing of database tables

The information in a database table is written to a disk file in the form of
records, each record being a line of information. The order in which the
information is written to the disk in general does not matter because the
information is retrieved from the tables by "indexing" them. This means
that a sort condition is imposed on the table. For example, perhaps the
order should be that the records be found according to increasing values
in the WHEN (date and time) field or column. The records are never
physically re-ordered. Instead, an index is computed that tells the
program the order in which to read the records to achieve the desired
result. In the programs described in this guide, the index is computed
anew when the database table is first read into the program. Index
computation is remarkably fast, thanks to fast computers, large
computer memories and buffered hard disks, where swathes of
information are read from the disk and kept in a buffer until a new region
of the disk is to be read.

The order of records when the WHEN column (field) is ordered is kept in
the index file and is imposed on the table by setting the index tag, which
is the name of the index condition. As an example, if we have a list of
numbers,

500, 700, 300, 200, 100

and sort them into increasing order, we would take the 5th number, then
the 4th, then the 3rd, then the 1st, then the 2nd number. Our index
would then be 5,4,3,1,2. If the program wanted the first member of this
series, it would get the 5th number. Because of the definitions of the
field lengths, the program knows how long each number is in terms of
characters, so it does not have to read the first 4 numbers to get to the
5th. It merely determines where on the disk the 5th number is, goes




there, and reads the number of characters which it knows represent the
required number. If we want to show all the numbers sorted on
increasing magnitude and with values between 200 and 400, that is
done in a similar fashion.

Database tables are used in exactly this way. A condition is applied,
perhaps all spectra between two dates for position 103 in the lamp
illumination field. Only those spectra which fit the condition are visible to
the program, which can then read the spectrum table from top to bottom
to get the spectra in terms of increasing time.

The indexes computed in the programs are given below. The name
given to the index condition is the index tag name, and the actual
condition is the index field name, so-called because it is based on the

values in the fields. STR means a number has been converted into an
alphanumeric form.

Lamp ID
Index Tag Name 1 = LAMPNUM

Index Field Name 1 = LAMP_NUM

Cell ID
Index Tag Name 1 = CELLNUM

Index Field Name 1 = CELL_NUM

Filter ID
Index Tag Name 1 = FILTNUM

Index Field Name 1 = FILTR_NUM;
Index Tag Name 2 = FILTMAX

Index Field Name 2 = FILTER _MAX;

Suppliers
Index Tag Name 1 = SUPPLNUM,;

Index Field Name 1 = SUPPL_NUM,;




Specimen ID
Index Tag Name 1 = SPECNUM,;

Index Field Name 1 = SPEC_NUM,;

Specimen In Cell
Index Tag Name 1 = SPECIMEN,;

Index Field Name 1 = SPEC_NUM,;

Index Tag Name 2 = SPECWHEN,;

Index Field Name 2 = SPEC_NUM+STR(WHEN,10,4);
Index Tag Name 3 = CELL;

Index Field Name 3 = CELL_NUM,;

Cell Position
Index Tag Name 1 = CELL;

Index Field Name 1 = CELL_NUM;
Index Tag Name 2 = CELLTempHum;

Index Field Name 2 =
CELL_NUM+STR(TEMPERAT,6,1)+STR(HUMIDITY,6,1);

Index Tag Name 3 = CELLWHEN;
Index Field Name 3 = CELL_NUM+STR(WHEN,10,4);
Index Tag Name 4 = TempHum,;

Index Field Name 4 = STR(TEMPERAT,6,1)+STR(HUMIDITY,6,1);

Lamps On/Off
Index Tag Name 1 = ONOFF;

Index Tag Name 2 = TIMES;
Index Field Name 1 = LAMP_NUM+ON+STR(WHEN,10,4)

Index Field Name 2 = LAMP_NUM+STR(WHEN,10,4);




Spectrum
Index Tag Names 1 = SPECT_BOTH

Index Field Name 1 = WHICH + STR(WHEN,10,4)

Cell Position To Lamp
Index Tag Names 1 = POSITNWHEN

Index Field Name 1 = POSITION + STR(WHEN,10,4)

Lamp Power
Index Tag Name 1 := LMPWAVWHEN

Index Field Names 1 = LAMP_NUM + STR(WAVELNGTH,10,4) +
STR(WHEN, 10,4)

Damage
Index Tag Name 1 = DAMFTYV;

Index Field Name 1 = STR(DAMAGE_NUM,10,4) +
STR(FILTER_MAX,10,2) + STR(TEMPERAT,6,1) +
STR(VAP_PRESS,10,4)

Index Tag Name 2 = DAMTVF

Index Field Names 2 = STR(DAMAGE_NUM, 10,4) +
STR(TEMPERAT,6,1) + STR(VAP_PRESS,10,4) +
STR(FILTER_MAX,10,2)

Index Tag Name 3 = DAMVTF

Index Field Name 3 = STR(DAMAGE_NUM, 10,4) +
STR(VAP_PRESS,10,4) + STR(TEMPERAT,6,1) +
STR(FILTER_MAX,10,2)

The damage table can be sorted in three ways. In each case, the
damage site is the most slowly varying column. The choices are then
which of the remaining columns varies the next most slowly, and which
is the fastest varying. Not all possibilities are covered.




Appendix 2: Relative Humidity and Vapor
Pressure of water

The saturation water vapor pressure at a given temperature shows how
much water can be absorbed/dissolved by air at that temperature. The
ranges of water vapor pressure for temperatures experienced in outdoor
exposures overlap less than might be expected. For example, water
vapor with a dew point of 20C (i.e., saturated at that temperature) is only
11% RH (relative humidity) at 60C.

The relationship between the amount of water vapor in the atmosphere,
the temperature, and the amount of water absorbed in a solid film
specimen is complex. As the temperature increases, the relative
humidity of the atmosphere will decrease and the ability of the
atmosphere to take up more water will increase. If no more water is
introduced into the system, the film will be less likely to hold water
because its absorbed water is in the condensed state in an amount in
equilibrium with the former lower temperature. Under these conditions,
there will be a loss of water from the film to the atmosphere. The
change in water-content in the film will depend on the relative water-
dissolving (or absorbing) powers of the film and atmosphere at the new
temperature but will qualitatively be in the same direction as the changes
in relative humidity, i.e, as the relative humidity increases, the water
content of the film will increase (see below). The kinetics of hydrolysis
depend on the water concentration (expressed in moles/L in kinetics) in
the film specimen.

More water in the atmosphere (higher relative humidity) means:
a) higher equilibrium concentration of water in the specimen, and

b) faster attainment of a considerable concentration of water in the
specimen.

Liquid water has more than a thousand times higher concentration of
water than does water vapor. When the equilibrium state of water is
liquid water, fissures, pores and cracks in the film will fill with liquid
water. Any water which is consumed in hydrolysis reactions will rapidly
be replaced. If hydrolysis is found to be a significant degradation
mechanism using water vapor, this suggests that, for outside exposures:

a) most degradation takes place during rainy periods and below the dew
point at night and in the early morning, when liquid water is widely
available, and

b) the sun coming out is the most beneficial thing that could happen.

Temperature/vapor pressure table

We can compare the relative concentrations of water in vapor and liquid
forms.

Water has a molecular weight (MW) of 18. A liter of liquid water
contains 1000g/18g/MW = 55.55 moles.




100

mm Hg

2.15
4.58
9.21
17.5
31.8
55.3
92.5
149
233
355
525
760

Water vapor pressure at the saturation level, i.e., in equilibrium with
liquid water, varies with temperature as in the table below. From the
vapor pressure of the water vapor, we can calculate the fraction of a liter
of saturated air that is water vapor, assuming that the atmospheric
pressure is 760 mm Hg. From the concept that a formula weight of an
ideal gas occupies 22.4 L at STP, we can estimate the moles/L of water
in saturated air at the various temperatures. Then we can compare the
relative concentrations of liquid water and water-saturated air. There is
several thousand times more water per liter in liquid water than in moist

air.

Liters vapor

0.0028
0.0060
0.0121
0.0231
0.0419
0.0728
0.1217
0.1966
0.3075
0.4672
0.6918
1.0000

Molar
Volume

19.77
20.52
21.27
22.02
22.78
23.53
24.28
25.03
25.78
26.53
27.29
28.04

Mole/L water

0.00014
0.00029
0.00057
0.00105
0.00184
0.00309
0.00501
0.00785
0.01193
0.01761
0.02536
0.03567

With higher temperatures, there is

Mole/L ratio,
liquid to vapor

388,231
189,178
97,521
53,016
30,221
17,957
11,081
7,075
4,658
3,155
2,191
1,558

a) a bigger range of available water vapor pressure

b) faster hydrolysis for a given water vapor pressure

¢) more difficulty in assessing degradation other than hydrolysis because
hydrolysis constitutes a greater part of the total damage, the remaining
degradation is necessarily a smaller part of the total damage, and the
noise depends on the total damage so, when the hydrolysis component
has been subtracted, the remaining degradation must be discerned
against a larger background of noise

RH is the percentage ratio of the actual vapor pressure of water to the
saturated vapor pressure of water at that temperature. The vapor
pressure of water vapor in equilibrium with liquid water varies widely with
temperature and is exponentially sensitive to temperature. Because of
the small overlap of the ranges of water vapor pressure at different
temperatures, similar values of relative humidity at significantly different
temperatures are actually based on very different levels of water vapor




pressure. The programs transform relative humidity into water vapor
pressure as well as recording the relative humdity.

We note also that water is an excellent coolant because it has a high
latent heat of vaporization (about 580 cal/g at 25C, about 10 times that
of most liquids). Evaporating water therefore requires a lot of heat, which
means, when generating a specific humidity level, that a plentiful supply
of heat must be available and the temperature must be well-controlled.
This consideration has been included in the design of the photoreactor.

Partitioning of water between ambient air and
specimens

As described above, water in an atmosphere will partition between that
atmosphere and any available substrate. For example, poly(methyl
methacrylate), PMMA, takes up about 0.5% water by weight in air with
50% RH at 25 C and about 1.8% water by weight in 100% RH air. The
density of PMMA is about 1.2 g/mL, so 0.5% water in PMMA is about
0.33 mole/L, and 1.8% water in PMMA is about 1.2 mole/L. The
concentration of water vapor in 100% RH at 25 C ambient air is, from
the table above, about 0.0015 mole/L. The presence of polar groups
such as ester groups in the PMMA has concentrated the water by
factors of about 220 in 50% RH air and about 800 in 100% RH air. 1.8%
water corresponds to roughly 1 water molecule for every 10 ester
groups. This trend in absorption of water is not linear with relative
humidity. Given that the water absorbed at low relative humidity is
hydrogen-bonded to ester groups but water only absorbed at high
relative humidity is probably hydrogen-bonded to water already in the
specimen, it is not clear that it should be. On the other hand, our
unpublished measurements of the water content at 25C of polyimide
films and of polyimide disks containing silica filler do show a linear
relationship of water-uptake with RH.

To know how much water is actually present in specimens being
degraded in humid environments, one must measure the partitioning of
water between the ambient air and the specimen as a function of water
vapor pressure, temperature, and, since polar groups are formed in the
oxidation reactions of degradation, of extent of degradation. We have
not yet performed these measurements.

Without knowledge of the absorption isotherms of water in the
specimens, it is impossible to transform from RH in the atmosphere to
concentration of water in the specimens. Without knowledge of the
concentration of water in the specimens, results from different RH levels
can not really be compared meaningfully and kinetic rate constants can
not be calculated for the hydrolysis reactions. None the less, pending
the establishment of a more rigorous approach and the measurement of
the parameters required to implement the approach, provision has been
made in the LookAtIR program for interpolation or extrapolation of
damage estimates to different levels of RH to allow some sort of
comparison to be made now.
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